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Abstract ; The purpose of this study was to introduce the modified CrylAc-w gene into the corn. Eighty-two re-

generation plants were obtained through Agrobacterium-mediated method using embryo callus of the hybrid combina-

tion PA x PB as explants and the bialaphos as screening agent,but nineteen plants were putative transgenic plants,

confirmed by PCR method of labelled gene( bar) and target gene ( Cryl Ac-w) . Southern hybridization test( single re-

striction enzymes digestion ) showed successful integration of the foreign CrylAc-w gene into the corn genome and the

w, and w, contained one copy and two copies of target gene,respectively. The expressing of Cryl Ac-w protein was

confirmed by Bt-Cryl Ab/Ac immune detection strips.
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Taq i 0.25 pL.100 ng/pL DNA 45 2 pL.

PCR ¥ B R )7 .95 C #iZAE V£ 4 min; 95 C A8 1
30 5,58 CiE 'k 30 5,72 °C #EfH 1min,32 PMEH; 5R
Ji 72 C1EMR 7 min;4 C FAR-AE . bar F1 CrylAc-w 3
PR Kl B 10 58 °C

PCR 5191 H /Y R BRI o

Bar F:H F.5'-AACGACGCCCGGCCGACATCC-3';
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A. Coculture after infection;B. Screening culture; C. Resistant callus;

D. Differentiation culture ; E. Regeneration of plants;F. Root formation.
Bl KHENSEREREAEXBEEKR
Fig.1 The transgenic plants obtained via

Agrobacterium-mediated method
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( distilled water) ; CK;. Negative control (untransgenic plant) ;1 —10. Pu-

tative transgenic plants. The same as Fig. 3.

B2 #RIZEE (bar) By PCR R
Fig.2 PCR amplification results of labelled gene( bar)
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Fig.3 PCR amplification results of target gene( CrylAc-w)
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Fig.4 Protein expression results of target gene( CrylAc-w)
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B 5 Southern Z % IR T HIFRIZ
Fig.5 The probe label of Southern blot

1 2

LSRRI wls2. B 1 w2,

1. wl transformation event;2. w2 transformation event.
6 CrylAc-w EE /) Southern Z: 3 4547
Fig.6 Southern Blot analysis of CrylAc-w gene
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