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Abstract: The purpose of this study was to analysis the genetic characters of transgenic glyphosate-resistance
cotton with EPSPS gene,using the glyphosate-resistant cotton transformation events G6-1 — G6-26 as the materials,
and their non-transgenic genetic background cultivar CCRI-49 as control. Field resistance test in T, plants showed
that the 20 of 26 transformation events were consistent with the ratio of 3: 1 and the other transformation events were
inconsistent with single-gene Mendelian inheritance according to x* test. Field resistance test in T, plants showed
152 homozygous resistance lines were obtained derived from 25 transformation events,respectively. Fifty-seven lines
derived from 15 transformation events were consistent with the ratio 3: 1 through the analysis of heterozygous resist-
ance lines. Furthermore , every transformation event had lines which were inconsistent with the ratio of 3:1,and 10
transformation events did not have lines which were consistent with the ratio of 3: 1. These suggested the integration
and genetic mode of exogenous gene transformed by the pollen tube pathway method were complex.
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Tab.1 Field resistance identification result of the T, transgenic cotton with EPSPS-G6

FERE (e A i F)

Material

IS8 731

Total Resistant

IE e R Ak

Ptk L il %

Resistant plants

3:1 0 PH

P value for

( Transformation event) plants number plants number percentage segregation ratio of 3: 1
G6-1 98 44 44.9 <0.01
G6-2 41 27 65.9 0.18
G6-3 19 14 73.7 0.89
G6-4 18 12 66.7 0.41
G6-5 71 49 69.0 0.24
G6-6 12 9 75.0 1.00
G6-7 33 23 69.7 0.48
G6-8 17 14 82.4 0.48
G6-9 22 14 63.6 0.22
G6-10 27 21 77.8 0.74
G6-11 78 56 71.8 0.51
G6-12 64 49 76.6 0.77
G6-13 81 62 76.5 0.75
G6-14 46 30 65.2 0.13
G6-15 20 11 55.0 <0.05
G6-16 29 15 51.7 <0.01
G6-17 25 15 60.0 0.08
G6-18 67 42 62.7 <0.05
G6-19 34 23 67.6 0.32
G6-20 23 15 65.2 0.28
G6-21 14 7 50.0 <0.05
G6-22 25 15 60.0 0.08
G6-23 26 17 65.4 0.26
G6-24 41 26 63.4 0.09
G6-25 35 20 57.1 <0.05
G6-26 34 21 61.8 0.07
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Tab.2 Field resistance identification result of the T, transgenic cotton with EPSPS-G6

Vit g A
FORHCEEAL ) BHRK 4 2 bk Heterozygous lines
Material Total lines Homozygous lines a3 BRERBL AEGE 31 BREB
( Transformation event) number number Number of lines consistent Number of lines inconsistent
with the ratio of 3:1 with the ratio of 3: 1

G6-1 14 4 6 4
G6-2 6 5 1
G6-3 13 10 1 2
G6-4 9 9

G6-5 12 8 1 3
G6-6 8 7 1
G6-7 12 11 1
G6-8 12 0 10 2
G6-9 9 4 4 1
G6-10 11 4 2 5
G6-11 13 9 4
G6-12 16 9 3 4
G6-13 17 5 6 6
G6-14 15 2 4 9
G6-15 11 4 3 4
G6-16 13 5 3 5
G6-17 14 5 4 5
G6-18 16 7 3 6
G6-19 6 2 4
G6-20 11 5 6
G6-21 7 4 1 2
G6-22 11 3 8
G6-23 13 2 6 5
G6-24 14 7 7
G6-25 15 12 3
G6-26 12 9 3
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