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Cloning of ovine Prolactin Releasing Hormone and Its Receptor
Gene and Their Different Expression in the HPG Axis
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Abstract;To explore the expression of PRLH and its receptor gene in sheep gonadal axis, we successfully
cloned the PRLH and receptor gene in organizations at the hypothalamic-pituitary-gonadal axis by used the sheep as
experimental animal, got the phylogenetic tree. Also we used qRT-PCR technology to research different expression of
PRLH and its receptor gene in different tissues at HPG axis. The results showed that sheep PRLH and PRLHR nu-
cleotide sequences of mRNA were 113,237 bp. PRLH gene nucleotide sequence and goats, cattle ,human , mouse ho-
mology were 96. 8% ,93.3% ,80.3% ,74. 6% . PRLHR gene and the Tibetan antelope, goat, cattle, human and
mouse homology were 100% ,99.3% ,97.3% ,90.4% ,84.4% . PRLH and its receptor gene in sheep hypothala-
mus, pituitary , uterine and ovary were expressed ,and the expression of PRLH gene in hypothalamus, pituitary and o-
vary was significantly less than the uterine (P <0.05). Expression of PRLHR in uterus and pituitary were signifi-
cantly different (P <0.05) ,no significant difference in other tissues (P >0.05). So the hypothalamus, pituitary , o-
vary and uterus were the main organ for the synthesis of secretion.
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Tab.1 Sequences and parameters of

primers for Real-time RT-PCR

FEH 1A (5-3") 7K /bp
Gene Primer sequences(5'-3") Products length
PRLH F: ATCCCTCCTCCTCCACAAG 113
R: GGTCCTTCCAGGCTAACGTC
PRLHR  F:GGTCAACCAGAGCTCAGAGG 238
R:CAGGGCTAGGTTACCGATGA
ACTB F. GGTTATGAGGCTGGGATGG 136
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Fig.1 Results of total RNA and RT-PCR
production of PRLH and PRLHR
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Tab.2 Expression levels of PRLH and PRLHR mRNA in various tissues of HPGs

FH R T i FE P

Gene Pituitary Hypothalamus Uterus Ovary
PRLH 2.669 3 +0.220a 1.000 0 +0.0a 6.191 0 £0.939b 2.948 3 +1.060 9a
PRLHR 1.801 1 £0.185b 1.360 2 £0.299ab 1.002 3 £0.002a 1.651 5 +£0.127ab

T AFEVNG 58 3RoR 22 50 3 (P <0.05)  MAF/NE FRE R R 2 5 A2 (P >0.05)

Note : Different letters are significantly different from each other( P <0.05) ,the same letters are not different from each other(P >0.05).
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Fig.2 Expression of PRLH (A) and PRLHR (B) mRNA in hypothalamus, pituitary,uterus and ovary

1 ATCCCTCCTC CTCCACAAGC GACCTTCCCT CCAGTCCTAA TAAAAGCAGC TGGCTTGTTC

61

ACACGTGTCT GCATGGCGAC AGAGCGCACG GGACGTTAGC CTGGAAGGAC CCT

PRLH(113 bp)
1 GGTCAACCAG AGCTCAGAGG CGGTGGTGGG CAATGGGTCG GCGGCTGGTC CAGGCGCTCA

61

GGCCATCACG CCGTTCCAGA GCCTGCAGCT GGTGCATCAG CTGAAGGGGC TGATTGTGCT

121 GCTCTACAGC GTCGTGGTGG TCGTGGGGCT TGTGGGCAAC TGCCTGCTGG TGCTGGTGAT
181 TGCACGGGTG CGTCGGCTGC ACAACGTGAC CAACTTTCTC ATCGGTAACC TAGCCCTG
PRLHR(238 bp)

B 3 PRLH 70 PRLHR F3{E 8
Fig.3 Sequence information of PRLH and PRLHR
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Tab.3 Nucleotide homology comparison results of PRLH and PRLHR
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Fig.4 Phylogenetic tree of ovine PRLH and PRLHR genes
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