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Abstract;In order to study the interaction between powdery mildew fungus and tomato,the AD-cDNA library

of tomato leaves infected by Oidium neolycopersici was constructed using SMART technology. The titer of the con-

structed ¢cDNA library was 3.77 x 10"’ cfu,and the recombination rate of the library was about 96% ,the insert frag-

ments ranged from 400 bp to 2 000 bp,and the average length of the library was about 1 000 bp. Fifty clones were

randomly picked from the library for sequencing and functional analysis. The results indicated that the library was

qualified for the study on the interaction between powdery mildew fungus and tomato.
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1 —2. The total RNA of tomato leaves induced by powdery mildew fungus.
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Fig.1 Agarose gel electrophoresis of the total RNA of

tomato leaves induced by powdery mildew fungus
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1. J CDSTL Primer 33 i 194 38 5 5 B9 35 A it #9 ds ¢DNA;2. ]
CDSTI/6 PCR Primer "3 /) (14 H 5 S 00 & A J ds ¢DNA;3. F
CDSTI Primer 44 /) control RNA;M.5 000 bp DNA Ladder,

1. CDSII Primer amplification of tomato leaves induced by powdery mil-
dew fungus ds ¢cDNA;2. CDS /6 PCR Primer amplification of tomato
leaves induced by powdery mildew fungus ds ¢cDNA ;3. CDSIIl Primer am-
plification of control RNA;M.5 000 bp DNA ladder.
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Fig.2 Electrophoresis of ds DNA for tomato

leaves induced by powdery mildew fungus

2.2 XEHMREERE

AD-cDNA SC P it e T B o, B 1) 5 13k
ESUB QLN IR ES S & S X IR RIS
SR, PERCRE Y 0l K3k B 5 3 g pGADT7-Rec
JFORLAT 1 x 10° e Al ABF 58 B0 A 2 1 I8 B 0
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Tab.1 Gene information of sequenced clones
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Solyc01¢108240.2  Z FenfRi%E A T 2b 1 2
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