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Abstract ; In order to delay the ripening and softening process of strawberry, RNA interference technology was

used to inhibit strawberry ethylene receptor gene expression. Two pairs of primers containing restriction enzyme sites

were designed and used to amplify sequenced plasmid. PCR products and the plasmid pBI121 were digested by the

corresponding restricted enzymes respectively, and linked directionally. Then the shRNA expression vector can be

designed. After transcription, the hairpin mRNA obtained due to the inverted-repeat DNA fragment. The constructed

expression vector was transformed into Agrobacterium 1L.BA4404 for the following-up genetic transformation research.

Four strains of transgenic plants were detected by PCR and GUS histochemical staining.
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3. L PCR =4,
M. 100 bp ladder Marker; CK ~ . Negative comparison of PCR products;
1,2. PCR products of sense;3. PCR products of antisense.
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Fig.1 Agrose gel electrophoretogram of PCR products
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M. 100 bp ladder Marker;1. Xba 1I/Sma IBEYI R ;2. BamH I/ EcoR 1
Y1k ;3. Hind W/Sma 1 8§V BRL ;4. Hind 1l /BamH 1 L) 5K
5. % RBTRL; M’ 1 kb ladder Marker,

M. 100 bp ladder Marker;1. Plasmid digested by Xba I /Sma I ;2. Plas-
mid digested by BamH 1/EcoR 1;3. Plasmid digested by Hind Ill/Sma 1;
4. Plasmid digested by Hind I/BamH I ;5. Control plasmid; M'. 1 kb
ladder Marker.
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Fig.2 Detection of the RNAi experssion
vector digested by enzymatic
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Fig.3 Agrose gel electrophoretogram of RNAi-expression
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A. Transgenic plant leaf; B. Untransformed plant leaf; C. Transgenic plant.
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Fig.4 Detection of transformed plant by GUS staining
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of the plasmid;1 - 5. Transgenic plant;6. Untransformed plant.
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Fig.5 PCR detection of transformed plants
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