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Detection of Two Kinds of Aphids Carried LSV, TMV with DNA Microarry
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Abstract ; Aphid transmission of the virus as a mediator harm plants far more than economic losses caused by

aphids themselves. So, rapid, sensitive and specific method , by which viruses carried by aphids can be detected sim-

ultaneously , is needed urgently. In this study, according to the Lily symptomless virus (LSV) and the Tobacco mosa-

ic virus (TMV) coat protein gene sequence , primers and probes were designed, gene chip was prepared. The down-

stream primers were labeled by Cy3. The total RNA was extracted from Aphis gossypii and Myzus perdicae raised with
lily infected by LSV and TMV respectively. The product amplified by RT-PCR using the labeled primers was hybrid-

ized with the gene chip. The hybridization signal was detected and analyzed by a fluorescence scanner. The result

showed that the chip can simultaneously detect both aphids infected cases ,this method has good specificity and re-

producibility , fast and accurate on the mediator infected aphids were detected.
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Fig.1 Distribution of the probes on chips
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M. DI2000 Marker; 1. fil#EA7 8 ;2. ol 4 Bk ;
3. TCREMREA ;4. JCRERREA ;5. DIPEXT IR, &1 3 [,
M. DI2000 Marker;1. A. gossypii acquired virus;
2. M. perdicae acquired virus ;3. Virus-free A. gossypii;
4. Virus-free M. perdicae ;5. Negative control. The same as Fig. 3.

B2 #fHiET LSV RT-PCR ¥ 3 =4)
Fig.2 Amplification products of
RT-PCR LSV carried by aphids
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3 WFHET TMV RT-PCR #3749
Fig.3 Amplification products of RT-PCR
TMYV carried by aphids

AL EERRYT B MEEARIT ; C. AT ;D. TR, 5 A,
A. A. gossypii acquired virus;B. M. perdicae acquired virus;C. Virus-free A. gossypii; D. Virus-free M. Perdicae. The same as Fig. 5.
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Fig.4 The detection of LSV carried by aphids with DNA microarry
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Fig.5 The detection of TMV carried by aphids with DNA microarry
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Tab.1 The hybridization signal of negative samples used to evaluating differential quality

FAPEREA

Negative samples

LSV 2458155
Hybridization signal of LSV

TMV 25855
Hybridization signal of TMV

KETEIBINTFF Barley yellow dwarf virus
K& X BAEMIRBE Barley stripe mosaic virus
FRMARTE Maize rough dwarf virus
INZEEIENGTE Wheat yellow dwarf virus
/J\iji\@ﬁ ﬁ Wheat rosette stunt virus
IKAELBURHE Rice stripe virus
AKIERREEIABTINEE Hibiscus chlorotic ringspot virus
BAR BTN RE Pepper mild mottle virus
FERMIREE Dasheen mosaic virus

WASREE Geminivirus
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64 56
80 63
55 50
96 67
27 93
69 81
73 86
80 70
23 54
16 85
51 75
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