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RAPD Analysis of Wheat Salttolerant Mutant mtDNA
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Abstract: The miDNA of wheat salttolerant mutant RH8706-49, its female parent-Punong 3665 and saltsersitive
material H8706-34 were studied by RAPD. There are differences among the three materials. It suggested that the differece
might be related to the increase the salt-tolerance of the mutant 49. The special amplified produds of mutant 49 mDNA

were cloned.
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1 GAGACGCACAGAGAAACAAGTCAATCGATTG
TGCOGAGGGTGCCAAGITGATTGAAAAGA
61 AAATGCTGGAGATCAGAAAGAAAATCACIGAG

| - RHS706.49 CTCAAAAGCATTTATCGGTATTTGGACG
H8706-34 3665 2 2 121 AGGAGCGTGCAAATCTCGAGGCCAGTGCTGCC
Opron NS, : Opron QB 3 AAGCAACTTGAGCITCAGCGACTCAACA
Opron NO6  Opron Q05  RH8706-49
181 ACGCCITGAAGTGAGCTGTCGGCATCCAGACA
L RHST06.49 HST06.34 ACAGCGGCAGTCGCTGCATGGCAGCCCC
3665 241 CGGCATCACCCGAGTACATCCGCGCAGCCTGG
2.2 ACAGAAAACGCATCTGCCGOGCCAAGGC
RH8706 49 301 ATGGCGCAGCCATTCATCCACGGCTATGCTCA
, , pGEM LT ATACCTTTGCCGITGCGCAGCAGGCGCC
1% 361 CGCCCTGCAACGGACCTTGACTGITCAGGACC
pGEM LT Pu 1 TCCCATGCACATCGAACCCGGCGICGTC

, Pst 1 421 AGCCCCGAAAAAATCGCCCTCAGITATGICAC
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CGCOGCAGUGGCCTTCGGCCTGACOGCC
GCCCI'GGCAAGGCAAAGCCIGCACGACAACGG
CGGCTGGCICGAGCTGCIGGCCAGCAGT
GI'CATCACCACCGUGCTGGTGITCAGCITCT
TAGAGGIGTTTCCGCACGA GCCGGTAGGC
GI'GTCAGAGGTCCATCTGATCCTGGGCTCGA
CCTTGCTGCIGACGITCGGOGCGGGAGCT
GCGGCCATCGGCCTGGCGITCGGACTGCTGG
TGCAGGGCCTGITCITTGCCCCCITCGAC
CTGCCGCAGTACGGCATGAACGTCACCACCT
TGCTGGIGCCGCIGTATGCGGTGAACCAA
CTGGCAGGCCGGCTGATTCCCGCOGGCAGGG
CCTATGTGGACATCAGCIGCAGGCAGGCC
CTGGCCCTGTCCACCACCTACCAGGGCGGCA
TTGTCCIGIGGGTCGCGTTCIGGGCCATC
TACGGCCACGGTGCCAGCCTGGCAACCITGA
CCGAGGTGGCAAGCITCGGTGCTGCCTAC
ATGI'GCGTCTC
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CCGUGGTCTTGGGCATCCAGGGGCACCCCGAGG

TGGACCGICAGITCCTGAAAGACAAGIT
CATGGCCTACCACGGCGCGCTGITCGACGACG
AGCAGTGGGGGCACGTAGAACAGGAAGC
CAGCTAGCCICTGTCTCCCGACGCCGTCATCG
CGCTGGGCCGCCGCITACTGGACGAAGG
CGCCCIGGCICCOGCGGCIGTGCICACGCITA
CCGAAACAACATGAACTGAAGCCGCGAT
TITCAGATTCAACCGAATTGCGAGAAAACGAT
GAAAGTAATTCATATTGCCGCCGITCCG
GCCGGGGAATCCGCOGCCGATGAATGGGACGA
CCTGGTGCAGCCAGACCGIGTACACCGC
CGCGTCTATACCGACCCCGCCATCITTGCCCG
CGAAATGGACCATGTGIACGCCGCCAGC
TGGGTGTACTTGGCCCATGAAAGCGAGATCCC
CGAGCCCAACGATTTCCGGCAGGCCTGG
CTGGGCACCCGCGAGGTCATCGI'GACTCGCGA
CGAAGAGGGGCAAATTCGCGTIGITCICC
AACCGITGCTUGCACCGUGGCGCAACCGTICIG
CCGUGAGCACCAAGGAAACGCCGCCAAC
TTCACCTGCCCCTACCACGGCTGGCGITTCGA
CAACCGAGGTCAGITGITCGGCATTCCC
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