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Ab stract The research ained to know the virulence assocjated factors n pathogenic strajns ofHaenophus Para
sup N e stramsg H —Hg) of bactera were jolated fram unsound swine wih in the different regpns epidanic fams
in Guangdong province and the hhdB &enes of he isolaed stans were jdentified and analyzed The results showed
that the isolated strains bejong€ed © Haanobhilus parasuis by mophojogica] chsevation hiochenica] characterizton
and PCR identﬁy then had sae]]ite Phenanena and nonhemolytic characteristics The nucleotide sequence sinjprities
of hhdB 8enes beween he isolated strains HaanoPhilis parasuis SHy1 65 aregy 5% —99. 8% andgg% respective Iy
The amino acid sequence of isolated strains hhdB gene and the bacteria] hanolsin activation pmote n( Actinopacillus
minorNMzps5 and Haenobh ilus ducreyizsopgHP) were sinilar RT-PCR indicated that the hhdB gene was expressed
in a]] of he isolated strains This study wou | be he[Pfi] pr identificaton of virulence gene and Patcenjcm echanisn

study of Haemophlus Pparasujs
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