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Study on RAPD for Physiological
Differentiation of Curvularia lunata in Maize

YAN Hong— hai
(College of Plant Protection Qingdao Agricultural University, Qingdao 266109, China)

Abstract: One hundred and twenty —eight piece of belt signs are multiplied through selecting 12 pairs of associations
form 60 piece of random decoy and multiplying Cwvularia lunata randomly. According to the signs, pathogens mutual re-
lations are analyzed. The result is that the highest similarity degree of the pathogen is 87 % and the lowest is 47 %. Twenty
—1two experimental pathogen all gather together by all stems on 0. 4 to the stem in the linked together. The pathogen
foring tree shape can be divided into 5 or 6 groups.Group a consists of 6 pathogen, they are 98—36, 98—25, 98— 17,
98— (07, 98— 01 and 98—28, which is the most appoximate one on heredity base.
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Tab.1 [Isolates tested in polymorphism of DNA 94°C1min 34C1min.72°C2 min,
Code of Sequence in Location and time for 40 72°C10 min. 2. S%EB
isolate electrophoresis  isolate wllection 1.5 % s FAGLEEYE
96— 01 1 Shunyi 1996
98— 36 2 Jiran 1998 ’ ’
98— 28 3 Baoding 1998 RAPD ’
98— 06 4 Chengdu 1998 1, 0, 1
98— 10 5 Waf ang dian 1998 0 i Statistic
98— 30 6 Xinxiang 1998
98— 18 7 Waf ang dian 1998 ’ o UPGMA
98— 01 8 Suizhong 1998 ’
98— 19 9 Dandong 1998
97— 03 10 Huairou 1997 2 R 5o
98— 02 11 Changtu 1998
98— 41 12 Laiyang 1998 2.1 RAPD
98— 11 13 Waf ang dian 1998 120
98— 16 14 Harbin 1998 2% .16 2
98— 14 15 Yingkou 1998
98— 04 16 Zwia 1998 RAPD - 12 22
98— 05 17 Xiuyan 1998 RAPD , 1 s 9
98— 25 18 Luanxian 1998 12 128  RAPD
98— 07 19 Shenyang 1998 .
98— 17 20 Waf ang dian 1998 100, BY. 12
96— 05 21 Yanging 1996 DNA 3 530 ~ 564 bp,
98— 15 22 Chengde 1998 2 27 ~ 564 bp.
1.3.2 PCR PCR 25 ML 1—A, B
: 10X Buffer 2 #L..MgCl, 1.5 #L.dNTP 0.5 ML. DNA
Tag  0.25 ML.DNA 1 #L. (sxt-sy) (8x+ Sy ,
. x7Zy) 0.5 ML, 18.75 , DNA
“L, s 20 ML
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TGAGCGGACA+ ACCTGAACGG.

A.Primer AGTCGGGTGG+ CTGGGTGAGT; B. Pattems TGAGCGGACA+ACCTGAACGG.
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( : ,1~2223 Marker)

Fig.1 RAPD patterns of Cuvularia lunata in maize leaf spot by

different primers(Isolate sequence: from left to right, 1—22, 23 by Marker)
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Fig. 2 Cluster analysis of Curvularia lunata Isolates in DNA level
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Tab.2 Comparison of physiological differentialy groups of Curvularia lunata determined by differential host and RAPD
[

Pathogenicity groupin: RAPD
0;’1 diffetfeftialp S Isolates RAPD grouping Isolates
_ _ - - 98— 28 98— 25 98— 17 98— 01 98— 07
A 98— 25 98—28 98— 17 98— 01 a 08— 3¢
B 32: ?g B4l 0696059807 b 98— 41 98— 15 96— 05 98— 10 98— 06
C 98— 3098—02 98— 15 97— 03 98— 05 c 98— 30 98— 02 98— 04 97— 03 98— 05
D 98— 04 98— 16 d 98— 14 98— 16
E 98— 19 e 98— 19
F 98— 18 98— 11 f 98— 11 98— 18
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Note: — . Means the common isolate in the two groups divided by the two grouping.
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