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The Cloning and Analysis of the Conserved Sequence of Ethylene
Receptor Gene in Wax Apple
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Abstract: A ethylene receptor protein gene fragment of about 1. 5 kb was obtained by PCR amplifying from

the genomic DNA of wax apple (Syzygium samarangense) leaves using a pair of primers designed according to

the conserved sequence of ethylene receptor protein gene. This fragment was linked into the pGEM T-easy vec-

tor, then transformed the E. coli DH5a. This fragment was analyzed by restriction enzyme maping and se-

quenced. The result revealed that the length of this fragment was 1400 bp contained two introns and three ex-

ons. The whole length of exon was 974 bp, coding 324 amino acids. Sequence compared analysis suggested that

this fragment was most similar to the sequence of rice (Oryza sativa) ethylene receptor gene (osers), the identity

was 98. 68%.
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ACTCATGAAATCAGAAGCACTCTTGATAGACATACGATTTTGAAGACTACACTTGTTGAG
CTAGGAGGGACCTTGGGCCTGGAAGAATGTGCCCTATGGATGCCATCAAGAAGTGGTTCA
A GTCTTCAGCTTTCTCATACTCTCCGCCACCAGATTACTGTTGGGTCAACTGTATCAATT
A ATCTTCCTGTTGTCAATCAAGTGTTCAGTAGCAACAGAGCAATTATAATACCCCACACA
T CTCCTTTGGCACGGATCCGACCTCTTGCAGGGAGATATGTTCCACCAGAAGTGGCTGCA
G TGCGAGTTCCTCTTCTACATCTTTCAAACTTTCAAATAAATGATTGGCCAGAGCTTTCA
GCAAAGAGCTATGCAATCATGGTTCTGATGCTTCCATCTGATAGCGCAAGAAAATGGCAT
GTGCATGAGTTGGAGCTTGTTGAGGTCGTGGCTGATCAGGTTAGTGCTGTTTCTTTTGCT
A TGGTTACTTATAACATGGGTATTTATAGGAGAGAGAGCGTGATATTTAATATGTTTCAA
A AGCTGTGTGCTCATGATCTTTCAATCAATAGACAACAGTCACCAATTAACCTAAAACAA
CACATATTCACAACTATGATCTGTTGATCAATGATTCATGGAAAATTTCAAATATCATTA
TATTATTCCAAGAGTTTCCCTTTTTTTTTTTTGAAAACAAAGGATACTGAGAAGCAGCAA
G CAAGCTAAAAGTGCCCTCTTTACTTTTTTATCACCTTAGTTATATTCATAAATATGAAT
GAGGCAGTATTGTAAGCAAGTTTTTTTAATCATCTTTCTCTTTTATTTCGGGTTGCAGTT
GCACTTTCTCATGCAGCTATTCTTGAAGAGTCCATGCGTGCGCGTGATCTGCTAATGGAG
CAAAATGTTGCTCTGGATTTAGCTCGACGTGAGGCTGAAATGGCTATCCGTGCTCGTAAT
GATTTCCTGGCTGTTATGAATCATGAAATGAGAACACCAATGAATGCAATAATAGCCCTT
TCGTCCTTACTTTTGGAAACCGAACTTACTCCTGAGCAGCGCTTGATGGTGGAAACAGTC
TTGAAAAGCAGCAATCTTTTAGCAACACTCATCAATGATGTGTTAGATCTTTCCAAACTT
GAGGATGGTAGCCTTGAATTGGAGATTAAAGCATTCAATCTTCATGCTGTTTTCAAGGAG
GTCTGAACTCTGAAACTTCATCATTTGTGGTTGTTTAATGACTAAATATGCAAATTGCAC
T TGCCTGAAATTTTACTTCGTCTTACTCTTACAGGTAATGAGTTTCATCAAGCCAATCGC
A GCCATCAAGAGACTGTCTGTGCCAGTTATGTTGGCACCAGACTTGCCATTATGTGCCAT
CGGTGATGAAAAGAGGCTAATGCAAACTATTTTGAATATCTCTGGCAATGCTGTTAAGTT
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