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Abstract: Assay for salt tolerance and drought resistance of transgenic wheat with BADH ¢DNA by biolistic
method were conducted under simulated salt/ drought stress condition. The results indicated that the transgenic
wheat has many obvious advantages over its received plants, such as the more vigorous development of seedlings,
the well developed root system and the greater root activity under salt/ drought stress condition, as well as the
improved plasma membrane protection of excised leaf. T he betaine aldehyde dehydrogenase enzyme activity ur
der different salt concentration is also higher, and more betaine accumulation under drought condition, than its
received plant. This indicated that the introduction of BADH gene into wheat may affect a series of physiological
reaction to adapt stress condition, this may be one of the reasons for its higher salt/ drought tolerance. The way
to increase crop stress tolerance/ resistance through transgenic method may be effective.
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