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Genetic Diversity of Peanut Varieties in Jiangsu Using Coefficient of Parentage
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Abstract: In order to evaluate the genetic differences of peanut varieties the relationship and genetic diversity
of 28 peanut varieties in Jiangsu province were analyzed. The results indicated that 71.2% of the varieties showed
genetic relationships and the COP( Coefficient of Parentage COP) values of the combinations ranged from 0 —
0.750 with an averaged of 0. 238. The averages of COP values were low among the same series varieties with high—
er COP values in few combinations. COP values were low among varieties in different decades with only 0.079 3 a-
mong varieties produced since 2000. 28 varieties could be divided into 5 groups at OUSHI distance 2. 3 according to
COP analysis and the genetic diversities in each group were relative lower. The genetic differences and diversity of
peanut varieties in Jiangsu province was relative greater.
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Tab.1 Sources of experimental materials and information of varieties
No. Varieties Year Origin or related parents
1 1954
2 1954
3 401 1954
4 402 1954
5 1955
6 1 1955 684
7 68 —4 1978 402 x
8 1 1978 402 x
9 1979
10 3 1982 1 x 7
11 4 1989 72054 x 3
12 1 1990 X 50
13 2 1991 68-4 x ( )
14 1 1993 1
15 5 1993 7211404 x 28
16 6 1996 44 x 4
17 2 1997 28
18 3 1999 28 x 1
19 8 2001 5 x 6
20 3 2002 1 x 551416
21 4 2003 9 x 3
22 9 2003 792079 x 6
23 5 2004 P1259747( ) x 9
24 4 2004 2 x 83450074
25 5 2004 3 X 1
26 6 2007 2 X 2
27 13 2008 KJ4 x 9
28 7 2009 8797 x 2
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Tab.2 Origin and basic pedigree analysis of varieties parents
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