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The TRH-production Srain o Vibrio parahaemalyticus :Its Detected

Method Via the PCR Technadogy and the
LU Dai-xin ,NING Xi-hin

Phaenotype

(College of Food Science ,Shanghai Ocean University ,Shanghai 200090 ,China)

Absract :In this gudy ,the PCR techrology was used to detect the Vibrio parahaemoalyticus which could product the
TRH which was one of the mgjor causative agents of Vibrio parahaemalyticus. We found that there were fourteen drains
from the 37 Vibrio parahaemolyticus grains can product TRH. In the fourteen gtrains ,one was the type srain ,one was i 0~
lated from the cultura water ,and the other twelve were the clinic grain. The result showed that the grainswhich produced
the TRH can a © produced the urase ,and the TRH negeative ones ad o the urase negative.  we can judge the Vibrio

parahaemalyticus grain which can produce TRH acoording to the urase ted.
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Fig.1 PCR products of trh gene o VP BJ1. 1997
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1.5kb
i
0.6 kb - g‘g tﬁ
0.4 kb -
N 0.4 kb
0.2kb
M. Marker :0.2,0.4,0.6,0.8,1.0,1.5 kb) ;1. 2. ) BJ1. 1997 ;

3.VPFL;4.VPR2;5.VPL;6. VP2;7.VP11,;8. VP12;9. VP29;10. VP33;11. VP47 ;12. VPW1 ;13. VPW2
M. Marker (from the bottom up :0.2,0.4,0.6,0.8,1.0,1. 5 kb) ;1. Negative cortrol ; 2. VP BJ1. 1997; 3. VPFL;4. VPR2;
5.VP1;6.VP2;7.VP11;8. VP12;9. VP29;10. VP33;11. VP47 ;12. VPW1;13. VPW2.

2 BJ1. 1997 11 trh
Fig.2 PCR products o trh gene of VP BJ1. 1997 and other V. parahaemolyticus grains
M 14 15 16 17 18 19 20 21 22 23 24 25 26 M

0.6 kb
0.5 kb
0.4 kb

M. Marker ( :0.2,0.4,0.6,0.8,1.0,1.5 kb) ;14. VPF7;15. VPF8;16. VPF;17. VP4;
18.VP49;19. VP74 ;20. VP13 ;21. VP14 ;22. VP70 ;23. VP102 ;24. VP103 ;25. VPW11 ;26. VPW12

M. Marker (from the bottom up :0.2,0.4,0.6,0.8,1.0,1. 5 kb) ;14. VPF7;15. VPF8;16. VPR ;17. VP4,
18.VP49;19. VP74;20. VP13 ;21. VP14 ;22. VP70 ;23. VP102 ;24. VP103 ;25. VPW11 ; 26. VPWI12.

3 13 trh
Fig.3 PCR products o trh gene o 13 drains V. parahaemolyticus
M 27 28 2930 31 32 33 34 35 36 37 38 39 M

1.5 kb
1.0 kb
0.8 kb 0.6 kb
0.6 kb 0.5 kb
0.4 kb 0.4 kb
0.2 kb
M. Marker ( :0.2,0.4,0.6,0.8,1.0,1. 5 kb) ;27. VPF10;28. VPF50;29. VP51 ;30. VP3;31. VP108;

32. VPI121;33. VP15;34. VP20;35. VP104 ; 36. VP128 ;37. VPW13;38. VPW14 ;39. VPW3
M. Marker (from the bottom up :0.2,0.4,0.6,0.8,1.0,1. 5 kb) ;27. VPF10;28. VPF50;29. VPF51;30. VP3;31. VP108;
32.VP121;33. VP15;34. VP20,;35. VP104 ;36. VP128 ;37. VPW13;38. VPW14 ;39. VPW3.

4 13 trh
Fig.4 PCR products o trh gene o 13 grains V. parahaemolyticus
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