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Molecular Check and Measure of Transgenic Maize Lines Resistancing to Maize
Head Smut and Breeding Selection for Transgenic Lines Resistancing to Disease

DU Jian_zhong', SUN Yi', HAO Yao shan', LIU Jun_ling’
(1. The Agri Biotechnology Research Center of Shanxi Province, Taiyuan 030031, China;
2. Bureau of Agriculture of Qing xu County, Qingxu 030400, China)

Abstract: In this study 128 transgenic maize seeds that were obtained from transgenic plants transformed by pollen_
mediated approach on maize( Zea mays L.) inbred line Hai 92 1, the vector was plasmid pGL II_RC_1. The result of
seeds selected by hygromycin screening had proved that 16 plants was hygromycin_resistant plants. Statistics analysis for
the hygromycin_resistant plants suggested that single copy of the chintinase gene was transferred into the cell of majority of
Totransgenic plants, segregation ratio of the progeny of transgenic plants for hygromycin resistant and susceptible was
about 3 1, P< 0.01. The results of detecting to T transgenic plants by PCR amplification and PCR Southern blot hy-
bridization showed that chitinase gene was transferred into the cells of transgenic plants. The same methods detected to
Ts and T3, their results indicated that chitinase gene was integrated into the genome of transgenic plants and stable inher
itance in transgenic plants and their progeny. The results of Bio_assay for head smut resistance activity indicated that the
disease incidence of transgenic plants and their progeny was lower than tha of control plants. Based on the results above,
GHO5024 and GHO5028 . 2 transgenic maize lines that resisted to maize head smut were obtanined by breeding selec

tion.
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Tab.1 X analysis for the results o
hygromycin _resistant test to transgenic mize plants

(a) (1)

. Observed Expectable a- t (at )2/[
Traits
value value
Unnatural 5 5.25 -0.25 0.012
Natural 16 15.75 0.25 0.004
x? 0.016"
ok x2

Notes: ** means that there is no significantly difference between ohserved

value and expectable value
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Tab.2 The disease resistant result of transgenic maize plants
(%) (%) (%) Grade of
Number of Number of Total nmber Incidence of A . Reduction of disease_resistant D sease_resistant
. . verage disease L o L
generation samples of plants disease incidence of ck desease incidence activity of activity of ck
compaed to ck transgenic plants
Ty GHO01 43 0 56.5 56.5 HR HS
GH002 40 2.5 56.5 24.0 S HS
GH003 41 9.8 56.5 46.7 R HS
GHO004 45 35.6 56.5 20.9 S HS
GHO005 41 12.4 56.5 44.1 R HS
GHO006 43 37.2 56.5 19.3 S HS
GHO007 38 13.2 56.5 43.3 R HS
GHO08 42 26.2 56.5 29.3 S HS
GH009 40 15.0 56.5 41.5 R HS
GHO10 42 3.3 56.5 23.2 S HS
T2 GH101 45 8.5 53.3 24.8 S HS
GH102 43 0 53.3 53.3 HR HS
GH103 37 2.8 53.3 235 S HS
GH104 41 17.0 53.3 36.3 R HS
GH105 41 16. 6 53.3 36.7 MR HS
GH106 39 28.2 53.3 25.1 S HS
GH107 41 7.3 53.3 46.0 R HS
GH108 40 21.5 53.3 25.8 S HS
GH109 48 6.3 53.3 47.0 R HS
GH110 43 0 53.3 53.3 HR HS
T3 GH201 36 2.2 39.4 39.4 R S
GH202 33 36. 4 39.4 3.0 S S
GH203 42 0.4 39.4 39.0 HR S
GH204 40 10.0 39.4 29.4 R S
GH205 41 2.4 39.4 10.0 S S
GH206 39 2.6 39.4 36.8 HR S
GH207 41 17.0 39.4 22.4 MR S
GH208 42 35.7 39.4 3.7 S S
GH209 39 15.4 39.4 24.0 MR S
GH210 41 2.8 39.4 12.6 S S
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