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Cloning of Phytase phy A from Aspergillus usamii 2418
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Abstract: The phytase gene (phyA) of Aspergillus usamii 2418 strain, which had been already selected and identi-

fied by us in the key laboratory of biomechanics and tissue engineering, was amplified by polymerase chain reaction

(PCR) in this study. The PCR fragments were subcloned into the pBS-T vector. Nucleotide sequence analysis of the

phyA gene showed that it comprised 1 347 bp without the signal peptide sequence and shows over 99 % homology in nu-

cleotides. It is the base of obtaining high active phytase and developing new microecological preparation.
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Fig. 1 PCR and doning of phytase phy A
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CTAGAGGTCGACGGTATGGATAAGCTIGATTGG GGTACCCTGGCAGTCCCCGCCIAGAGAAGTCAATCTACTTGAGATACGGTCGATCAG
GGGTATCAATGCTTCTCGGA GA CITCGCATCTTTGG GG CCA ATAQGCGCCGTTCTTTTCTCTGGCAA ACAAATCGGCCATCTCCCCTGATGT
TCCTGCCGGATGCCATGTCACTTTAGCCCAGGTTCI CTCCCGCCATGGA GCACGGTATCCGA CCGACTCCA AGGGCAAGAA ATACTCCGCT
CTCATCGAGGAGATCCAGCAGAACGCGA CAA CCTTCGA GGGGAA GTATGCCI'TCCTGAAGACATACAA CTACAGCCTGGGCGUGGATGA
CCTGACTCCCTTCGGAGA GCAGGAGCTGGTCAA CTCCGGOGTCA AGTTCTA CCAGCGATA(GAATCGCTCACAAGAAACATAGTCCCGIT
CATCCGATCCTCAGGCTCCA GCCGCGTGATIGCCTCTGGCAATAA ATTCATCGAGGGCTTCCAGAGCACTAAGCTGAAGGATCCT(GTGCC
CAGCCCGGCCAATUGTCGOCCAAGATCGA CGTGGTCATITCAGAGGCCAGCACATCCAACA ACACTCTCGATCCGGGCACCTGCACCGIT
TTCGAAGATAGCGAATTGGCCGATGA CATCGAAGCCAATTTCACAGCCACGTTCGTCCCCTCCATTCGTCAACGTCTGGAGA ACGACTTGT
CTGGCGTGTCTCTCA CGGACACAGA AGTGA CCTACCTCATGGACATGIGCTCCTTCGACA CCATCTCCA CCAGCA COGTCGA CACCAAGCT
GTCCCCCTTCTGTGACCTGTTCACCCATGAAGAATGGATCAA CTAQGACTACCTCCAGTCCCTGA ACAA ATACTA GGGCCATGGCGCAGGT
AACCCGCTAGGCCCGACCCAGGGCGTAGGCTACGCTAACGA GCTCATCGCCCGTCTCACACA CTCGCCTGTCCAGGATGACACCAGCTCC
AACCACACATIGGA CTCCAA CCAGGCTACTTITCCOGCTCAA CTCCA CTCTCTATGCGGACTTICCGCATGATA ACGGCATCATCTCTATCCT
CTTIGCTITGGGTCTGTA CAACGGCACCAAGCCGCTGTCTTCCACGA CCGCGGAGA ATATCACCCAGACCGATGGGTTCTCATCTGCCIGG
ACGGTTCCTITTCGCGTCGCGCATGTACGTCGAGATGATG CAATGCCAGTCCGA GCAGGAGCCTITGGTCCGIGTCTTGGTTAATGATCG TG
TTGTTCCGCIGCATGGCIGTACGGTTGATGCTTTGGGAAGATGTA CGCGGGATAGCTICGTGAA GGGGTTGAGCTTTGCCAGATCTGGOGG
TGATTGGGCGGAGTGTTITGCTTAGGAGTTCCATC GAATTCCTGCA GCCCGGGGGATCCACTAGTTCTAGAGCGGCC
Kl 4  phy A FEHFF
Fig. 4 Nucleotide sequence of phytase gene
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