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Abstract: For the sake of disclosure of population genetic construction of Lindian chicken and Dagu chicken breeds
from molecular level, genetic diversity of Lindian chicken and Dagu chicken was assayed on the basis of 5 microsatellite
DNA markers from the chicken gene bank, as well as, the phylogenitic status of Lindian chicken and Dagu chicken was
discussed among several native chicken breeds. The resulis showed, altogether, 38 alleles were detected in 5 microsatel-
lite loci, and among them , the least alleles (5) were detected by ADL0146, and the most alleles (9) were detected by
ADLO136 and ADLO185 . The average alleles number was 7.6 from 5 microsatellite loci . Genetic diversity in Lindian
chicken was more abundant than that of Dagu chicken. The cluster analysis indicated that the consanguinity was close rel
atively among Lindian chicken , Dagu chicken, Bian chicken, Rizhao Pockmarked chicken and Shouguang chicken
breeds; however, the consanguinity was far relatively between Lindian chicken , Dagu chicken and Luxi fighting chicken
breeds. As a while, the clustering diagram reflected well the evolutionary and breeding history of the 7 chicken breeds.
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PCR 50 HL : 10 x buffer 5
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Tab 1 Primers information of 5 microsatellite lod
(5-3) (5-3)
Locus Sequence of core  Annealing tem perature Source Forward primer Reverse primer
ADIO136  (TG) 0TC(TG) 1o 53 C Chro9 TGICAAG (CCATQGTATCAC CCACCTCCITCICCIGITGC
ADIO 146 (TG) n 52°C Chro2 GACCTG CATTGTCAGIGACC TGCI'TCCTA (CCATTCI CCT
ADIO176 (GT) 52C Chro2 TTGTGGATTCTG GICGTA GC TPCTCCCGIAA CACTOGTCA
ADIO 185 (CA) 16 525°C Chro2 CATGGCAG CTGACTCCAGAT AGCCITACCTGTTQGTTTGC
ADI0298 (CA) 14 53 C Chro5 CAAGGCTGGGATTGATGAAA TGGCGIGTGGGITTA CA AAA
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2 éé‘: % 'Ej 2 *ﬁ Tab 2  The number and size limits of alleles
2.1 PCR from 5 microsatellite loci
5 Stem ADLO136 ADLO146 ADLO176 ADILO18 ADLO298
2 82 DNA
PCR . Alleles number 0 > 7 0 8
(bp)
Max fraction 173 164 222 152 132
) (bp)
Min fradtion 123 145 186 125 R
1 2.2
5 2
2
(PIC) (h) (Ne),
3 PIC
1 ADILO0185 , PIC 0.5,
Fig 1 HEecrophoresis pattern for ;. PIC 0.2 0.5 ,
part PCR results of ADL0185 PIC 0.2 3
5 0.5,
i 38 , 2 5
ADLO146 5 ) 5 s
ADLO136  ADLO185 0.668 3 0. 619 9
, 5
7.6 , 0.754 0
2 ; 2 41757, 0.7301 3.7842
2
3 (PIC) (h) (Ne)
Tab 3  Polymorphism information content, gene heterozygosity and effective alleles number of 5 microsatelite loci
Breeds Stem ADLO0136 ADI0146 ADLO0176 ADLO185 ADL0298 Average
PIC 0.675 4 0.5349 0.728 6 0. 7187 06843 0. 668 3
Lindian h 0.716 5 0.704 7 0.799 6 0. 798 4 0 750 9 0.754 0
chicken Ne 3.5273 3.386 4 4.9900 4. 960 3 40145 4.17517
PIC 0.5427 0.5155 0.701 8 0. 688 1 06517 0.6199
Dagu h 0.692 9 0. 684 4 0.7837 0. 762 4 07271 0.730 1
chicken Ne 3.256 3 3.168 6 4.6232 4.208 8 36643 3.784 2
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Fig 2 Clustering diagram of 7 chicken breeds
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Tah 4 Genetic distance of 7 chicken breeds by Ou

B] DG RM GH LX G LD
Breeds Code

BJ 00000
Bian chicken

DG 0.076 9 0.0 0
Dagu chicken

RM 0364 0336 0.000
Rizhao Pockmarked

i GH 0667 0.6% 1
Guangxi Yellow chicken

06204 0000

IX 09342 09152 0759 0922 0.00 0
Luxi fighting chicken

. G 0084 02107 0381 0794 09813 00000
Shouguarg chicken

ID 02698 02681 04011 0076 0.9% 3 0.24 1 0 00
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