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Abstract: A rapid and simple DNA extraction is essential in molecular maker aided selection in maize as a large

amount of samples needed for analysis. In this paper, a new method of genomic DNA extraction from maize was estab-

lished with guanidiniumthiocyanate (GuSCN), an indispensable reagent, combined with use of the Qiagen Tissuelyser.

This method is less-reagent used, rapid and simple to run, cost-saving, etc. Three hundred DNA samples could be ex-

tracted each workday by per capita using this method, revealing that this method can be effectively used in marker analy-

sis of maize.
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