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Genetic Diversity of Roegneria Genera Studied by ISSR Markers
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(1. Beijing Agriculture Vocational College, Beijing 102442, China;
2. The Grassland Institute, Chinese A cademy of Agriculture Science, Huhhot 010010, China)

Abstract: In order to acquire more information about genetic backgrounds on Roegneria and broaden genetic bases
for forage breeding, and give more exactly guide on Roegneria germplasm colledion, evalution and utilization, genetic di
versity of 60 accessions of Roegneria genera representing 20 species and 6 subspecies was evaluated using intex simple se-
quence repeat( ISSR) markers in this paper. Twenty ISSR primers were used for the PCR amplification of genomic DNA
and 16 primers could produce clear and polymorphic bands. A total of 125 bands were amplified from 16 primers, of which
104 bands( 83. 20% ) were polymorphic. 6 to 10 polymorphic bands could be amplified from each primer, with an average
7. 81. The mean genetic similarity ( GS) value based on ISSR markers among 60 accession of Roegneria genera was
0. 375, ranging from 0. 188 to 0. 879. Cluster analysis showed all materials could be classified into 5 groups, the different
accessions belongs 1o the same species could be clustered together at first, and then combined with other accessions, the
accessions from the same origin also could be classified into the same groups first. These results suggested that ISSR mark
ers could be used as an effective molecular technique for forage germplasm diversity research and species identification.
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( Roegrneria C. Koch) Tab.1 Varietis, origins and enviorments of Roegneria
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(16, 17) 21

[18] [19,20] , DNA 23

RAPD (21 ISSR

1 AR ik .

1.1 34

10 60 ( -
1), 20 ,6 , 38

1.2 41
1.2.1 DNA 10~ 15 43
I~ 2g, 50 mlL , 15mL 65C

2 x CTAB (100 mmol/ L. Tris—HCL, 47

pH 8. 0; 10 mmol/ L. EDTA; 2% £& V/Vy, 49
65C 1~ 2 h, , 50
/ (24/1, v/

V), 30 min , 3 500 1/ min 15 min 53
DNA, 70% 55

2~3  ,95% 1, 56

TE( Tris- EDTA) ,4C
1.2.2 ISSR 2 59

., 20 ISR (



St s ZXR 2
) 16 , 16 ., ISSR
(2 PCR (2 6~ 10
Nagacka ' 25 1L, DNA ,  7.81 .16 125
1 U Taq DNA ( Promega) , 1 X Buffer( 10 s 104 , 83.20%,
mmol/ L. Tris-HC1, pH 8. 3; 50 mmol/ L. KCI; 0. 001% , ISSR

gelatin) , 1. 5 mmol/ L. MgCl2, dNTPs 0.2 mmol/ L,
0. 2 Pmol/LL 25 UL ,
:94°7C 2 min, HUC
1 min, 50°C 1 min, 72°C 2 min, 45
, 1 , 72C 10 min
MJPTC- 200PCR , 1 xTAE
, 0.5 /L
2.0% 5 V/em
2 ISSR

Tah.2 Sequence and amplification results of ISSR

Number of
Primer Sequence arljlpwlrllfik(; ;ti?); po]yr}ﬁnl(l):i};hic
ISSR-1 5-(GACA) +3 7 6
ISSR-3 5—(CA)§TA-3 6 4
ISSR-4 35—(CA)§IG-3 7 7
BSR6  S-(AC)GA-3 9 5
BSR7  S-(AC) -3 8 7
BSR-8  5-(AC)¢r-3 7 5
BSR9 5 (TG)gTC-3 8 8
SSR10  5-(GGAGA)s3 9 7
ISSR11  S5-(ATGATG)s3 6 5
BSR12  5-(TCQ)sTG- 3 8 6
SSR13  5-(AG) 663 7 6
SSR14  S5-(AG)§-3 8 7
SSR15  5-(CI)s63 10 9
SSR16  5-(TC) 863 8 7
SSR19  S-(AC)GE3 9 8
SSR20  5-(TC)s6-3 8 7
Total 125 104
Average 7. 81 6.50
1.2.3 s
1, 0 Nei
Li (GS),
:GS= Nj  (Ni+ Nj), Nj i
j GS
(UPGMA) ,
NTSYSpe( 2. 10)
2 HEREG4
2.1
60 ISSR-PCR
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1, M GeneRuler™?2 000 bp DNA Ladder Plus marker
Notes of 1- 23 same as Tab. 1,M Stands for GeneRuler™?2 000 hp DNA
Ladder Plus marker
1 ISSR-7
Fig.1 Amplification results of ISSR-7
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