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Construction of an Amplified Fragment Length
Polymorphism Linkage Map of Sorghum

CUI Jiang hui, XUE Wei, DUAN X# fei, WANG Jing-hua, CHANG Jin-hua
(Agricultural University of Hebei, Baoding 071000, China)

Abstract: A molecular genetic map for sorghum was construded based on AFLPs( Amplified Fragment Length Poly-
morphism) markers using DNA samples extracted from 100 F> populaion which derived from the cross between QS and
HN-16. By screening 192 AFIP primer combinations, 154 polymorphic bands were ohtained from 75 pairs of primers. The
highly dense linkage map construded by using Map maker 3. O software analysis which consisted of 12 linkage groups, a total
of 93 newly screened markers and covered 686 M of sorghum genome,with the average interval of 7.38 M.
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Tab.1 Primers used in the seective amplification

Mse 1 EcoR1
Name Primer Mse | sequense Name Primer EcoR1 sequense
E36 5- GACTGCGTACCAATTCACG 3 M47 5-GATGAGTCCTAGGTAACAA-3
E39 5- GACTGCGTACCAATTCAGA-3 M48 5-GATGAGTCCTAGGTAACAG-3
E42 5- GACTGCGTACCAATTCAGE-3 M49 5-GATGAGTCCTAGGTAACAG- 3
E47 5- GACTGCGTACCAATTCCAA- 3 M50 5—-GATGAGTCCTAGGTAACAE- 3
E58 5- GACTGCGTACCAATTCCGE 3 M51 5-GATGAGTCCTAGGTAACCA-3
E60 5- GACTGCGTACCAATTCCTG 3 M52 5-GATGAGTCCTAGGTAACCG 3
E61 5- GACTGCGTACCAATTCCTG- 3 M53 5-GATGAGTCCTAGGTAACCG-3
E63 5- GACTGCGTACCAATTCGAA-3 M54 5-GATGAGTCCTAGGTAACCE-3
E71 5- GACTGCGTACCAATTCGGA-3 M55 5-GATGAGTCCTAGGTAACGA- 3
ES0 5- GACTGCGTACCAATTCTAG 3 M56 5-GATGAGTCCTAGGTAACGG-3
ES1 5- GACTGCGTACCAATTCTAG-3 M57 5-GATGAGTCCTAGGTAACGG- 3
E87 5- GACTGCGTACCAATTCIGA-3 M58 5-GATGAGTCCTAGGTAACGE- 3
M59 5—-GATGAGTCCTAGGTAACTA-3
M60 5-GATGAGTCCTAGGTAACTG-3
M61 5-GATGAGTCCTAGGTAACTG-3
M62 5-GATGAGTCCTAGGTAACIE- 3
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Fig.2 Molecular map of sorghum
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