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A Study on Major Gene Detection of Prolificacy in Erhualian Pigs

CHU Ming-xing', WU Chang-xin®,

ZHANG Jian—sheng3, GU Jian-ping3, SUN Shi—quan3
(1. Institute of Animal Science, Chinese Academy of A gricultural Sciences Beijing 100094 China
2. College of Animal Science and Technology, China A gricultural University, Beijing 100094 China;
3. Changshu Livestock and Poultry Breeding Expermental Farm, Changshu Jiangsu 215500, China)

Abstract. The data of 4 populations with 2010 litters including Erhualian pigs, Large White, and
their Fi and BC, were used to detect if the prolificacy of Erhualian pig was influenced by major
genes through within-family variance heterogeneity and major gene index. The detection results
indicated that the prolificacy of Erhualian pig was influenced by major genes.
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