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Studies on Transgenic Rice(Oryza sativa L. )Plants Transformed
with AGPase Gene and Its Economic Characters

SONG Min, LT Yuan-ya, ZHANG Yun-sun

(Department of Biotechnology, Yunnan University, Kunming Yunnan 650091, China)

Abstract: AGPase gene, the critical starch synthesis enzyme gene, was transformed into high-class

rice No. 35, 38, 39, 41, 42 by Agrobacterium-mediated transformation and fertile transgenic rice

plants were obtained. The results of PCR indicated that the foreign gene had been integrated into

the rice genome. The research showed that 1000-grain weight of transgenic plants was obviously

improved, but the starch content of the rice was little changed.
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