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Genotypic Identification of the S-¢ Locus in the Indica-compatible
Japonica Lines of Rice( Oryza sativa L.)

DING Xiao-hua , ZHANG Ze-min, ZENG Rur zhen, ZHANG Gur quan
( Guangdong Provinicial Key Lab of Plant Molecular Breeding, South China
Agricultural University, Guangzhou 510642, China)

Abstract: S-¢ is one of the F pollen sterility loci between indica and japonica cultivars in rice. The genotype of
Taichong 65( T65) and Guangluai 4( GLA 4) at the locus is §'/S' and S'/S', respedively. Four indicacompatible japon-
ica lines(1CJLs) ,G2416 3, G241F 2 1, G2605 and G3004 4 were crossed with testers, T65 and GLA 4, and therr S-c¢ lo-
cus genotypes were identified. The segregation of PCR-based molecular markers linked tightly with S-¢ locus and plant
pollen fertility in several F2 populations showed that G2416 3 possessed S’ %/ 8" % genotype; G2605 and G3004 4 pos-
sessed S '/ 8™ ! genotype; while G2417-2- 1 possessed S"/S" genotype. The test methods on genetic differentiation of the
Fi pollen sterility loci were also discussed in this paper.

Key words: Rice( Oryza satwa L.); Indica- compatible japonica lines; Pollen sterility; Multr alleles; Microsatellite
marker
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Tab.1 The genotypes and genetic effects of markers linked with $ ¢ locus
b) < .
Crosses 20 Genotypes OfRnl\l;;:s B/ % Egg/_% OPS/ %
G2416 3/ 65 1 79. 83 9.69" 12. 81
(G2416/T aichong 65 2 70. 92
3 92. 24
G241 1/ 65 1 55. 29 -6.46 0
G2417 2 1/ Taichong 65 2 63. 00
3 57. 45
G2605/ 65 1 9. 77 2.39" 2.57
G2605/T aichong 65 2 90. 40
3 92. 96
G3004 4/ 65 1 93. 74 8.36™ 8. 88
G3004/T ai chong 65 2 85. 84
96. 47
: a). B(%) ; FHy- FHy t S 1% :b). 1 ,2

3
Notes: a). B(%) indicates average pollen fertility; the data is tranformed into asin value while t test for FH,~ FHy, conducted; ** . indicate significant values
at 1% level;b). 1,2 and 3 indicates matemal genotype,heterozygous genotype and patemal genotype, respectively
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Tab.2 Segregation pattern of molecular markers in two F, populations
Markers
Crosses Items RM232 RMO7
G412 1/ 65 Genotype 1 2 3 1 2 3
G2417 2 1/ Taichong 65 Number of plants 50 111 53
x?  x?value 0.38
G241 2 1/ 4 Genotype 1 2 3 1 2 3
G241F2 1/ Guangluai 4 Number of plants 39 92 62
x* X% value 5.90
ta) 1 .2 .3
Note: a): 1,2 and 3 indicates mat emal genotype, heterozygous genotype and paternal genotype, respect ively
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