C T &
GULTURAE 4 Jbt R 4R+ 2007, 22(2): 161-163

A
AGRI
BOREALI-SINICA

3

TR, THFR, BAT, KEH

(1. , 750002; 2. , 100081)
Prd b, Pmi13, Pm21 s (F1,F2) kB
F»  Pmdb, Pml3  Pm2l
(71.82%), Pmi3  Pm2l , Pm4b  Pm2l (66.67% ,64. 14%) , Pndb Pmi3
(63.93%) 2 Pm21
: 8512 03 :A :1000- 7091( 2007) 02— 0161- 03
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Abstract: In order to study the disease resistance displays of descendant of improved varieties, which pyramid dif
ferent resistance-genes, compound hybridizes were adopted, and 3 Powdery mildew resistance genes which were Pm4b,

Pml3 and Pm21 were pyramid and transferred, then to carried on artificial infection for F and F2, and investigated the

phenotype disease resistance. The results showed as follows: the materials whidh included one of the 3 genes displays

very strong resistance or immunity in Fi for F2, the biggest proportion of resistant plants was( Pmd b X Pmi3) x Pm2]
(71.82%) , followed by Pmi3 x Pm2l( 66.67%) and Pm4bx Pm21(64. 14%), and the least resistant plants was

Prd b x Pm2l (63.93%). In addition, the pyramiding materials with 2 resistance-genes, one of whichwas Pm21 gene

showed stronger disease resistance.
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Tab 1 The results of resistant and susceptible disease in pyramiding F,
! %
- Number of Reaction type of Disease resstant  Disease- susceptble  Reaction type of
Combination of cross resistart plants resistant plants rate rate susceptble plants
A(Pmdbx Pmi3) x 4 . -
A( Pmdbx Pmi3) x Ning No. 4 of spring 176 I~ 2 63.93 68 =5
B( Pml3 x Pn2l) x 4 ~
B( Pmi3 x Pm21) % Ning No. 4 of spring 168 ! 66.67 4 -4
C( Pmdbx Pm2l) x 4 ~
C( Prdbx Pn2l) % Ning No. 4 of spring 181 ! 64. 14 0 -4
D((Prddbx Pmi3)x Pm2l) @ 4 ~
D(( Prdbx Pmi3) x Pn21) X Nirg No.4 of spring 158 0 71.82 62 -3
Pmi3  Pm2l .
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Tab 2 The separation results of F for resistant and susceptible disease plants
. ! % 5 P
Combination of cross Nu;;leus_ heredity rate Expected ratio X P Value
of resistant parent
A (Pm4bx Pmi3) % 4 .
A( Pm4bx Pmi3) x Ning No. 4 of spring 30 3:1 0.5355 0.25~ 0.5
B( Pmi3 x Pn2l) x 4 . -
B (Pmi3 x Pn2i) x Ning No. 4 of spring 30 3:1 0.0540 0.75~ 0.9
C (Pmdbx Pm2l) x 4 .
C ( Ptbx Pm2l) x Ning No.4 of spring 30 3:1 11168 0.25~ 0.5
D((Pmdb*x PmiI3)x Pm2l) % 4 . ~
D((Pmdbx Pmi3) x Pm21) % Ning No. 4 of spring 0 3:1 11879 0.25~ 0.5
1 , Pmdb, Pmi3  Pm2l Pm2l F> .
F2 ” 2 ? 3
Pmdb Pm21, Pmi3
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