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Cloning and Analysis of Upland Cotton( Gossypium hirsutum)
Dirigentdike Gene( GhDIR)
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(1. Institute of Cash Crops Research Henan Academy of Agricultural Science Zhengzhou 450002 China;
2. College of Life Science Henan University Kaifeng 475100 China)

Abstract: Dirigent-dike gene encodes a protein invloved in the formation of lignin and in defence to pathogen
disease. Using an EST of a dirigentdike gene as the query probe to blast cotton EST database a fulldength 768 bp
c¢DNA sequence of the dirigentdike gene was obtained and cloned by PCR was named GhDIR. Sequence analysis
indicated that it contained a complete open reading fragment( ORF) from 70 to 594 bp encoding 175 amino acids
and has no intron. Sequence comparison and phylogenetic analysis showed the GADIR ¢cDNA was highly identical
with its ortholog from Sea Island cotton and the next most similar orthologs coming from other dicotyledons but sha—
ring low homology with monocotyledons. Quantitative PCR analysis showed that GhDIR was activated in roots of Up-
land cotton inoculated with Verticillium dahliae.
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Fig.5 The cDNA sequence and deduced amino acid suquence of GhDIR
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Fig.8 Expression analysis of DIR gene in

different time of upland cotton( Yumian 21 )
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