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Transcriptional Analyzing of Cs-ppc Genes and Their
Response to Light Intensity in Cucumber Leaves

GUO Fang TAN Zheng LIU Xing-wang LIU Li-ying REN Hua-zhong
( College of Agronomy & Biotechnology China Agricultural University Beijing 100193 China)

Abstract: To study the transcription level of ppc genes in organizations of cucumber and influences of light in—
tensity on them in leaves we used fluorescence quantitative PCR to detect the transcription level three cucumber ppc
genes. It showed that the transcription level of Cs—ppcl and Cs-ppc3 in many tissues were all high while its level of
Cs-ppc2 was very high in flowers and low in other tissues. By contrast the effect of light intensity on Cs-ppcl tran—
scription was more obvious than the other ppc genes. Cs—ppc2 ’s high transcription level in flowers suggest its function
in floral development while Cs-ppc/ may play an important role in the adaption to different light intensity.
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Fig.1 Expression quantity of Cs-ppcl Cs-ppc2 and Cs-ppc3 in roots stems leaves female flowers fruits and tendrils
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