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Transgenic Wheat Regeneration Through Agrebacterium
Mediated Transformation Systems
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Abstract: An effective transformation system for agrobacterium mediated transformation of wheat was es-
tablished and optimized. The optimized protocol was successfully employed in the production of transgenic wheat

plants containing the betaine aldehyde dehydrogenase and choline monocoxygenase gene.
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%, EAFLE),25 CREASF TSR3 4
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IR AR 250 mg/L Ak HWBRAERRK
WEWAK PR FE I 30 min, R/ FHEHKFL%,
HEWEBRNEN, BREHBMEEHRE(MS+
0.5~2.0 mg/L 2,4-D +250 mg/L LkHWBE +25
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T, H§X16 h tH,
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+1.0 mg/L KT +0.5 mg/L NAA +250 mg/L 3k
B/ XK + 100~ 150 mmol/L NaCl+ 3% REsE) .
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MR BB 5 R B 4 DNA #47 PCR
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5" 345 1#:5° AGAXTGGOGTTOOCAATTOCTGCIC - 3
3'355 14 .5’ TTCAAGGAGACTTGIACCATOOOCA. 3’

AT CMO ZRKBMK PCR 5|19 FF)N .
5'3%45 4.5’ AAGTOCAGAGTTGGTIAATGATGGCAG  3°
3’5147 5° CAAGAACTCAATTACTTCAAAGT TTGTTGC
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Bk,

2 BRE54997

2.1 RANHLRERIIFMRL

R A S AL R ST AT AN TR
BARHBILRREORITEISRRE., ik, B
SR AARFRB A GAR (SR 5h 38 B
#25) R R FikL (1649 (Ubil-Gus) . 1708 ( Ubil-Bar)
pGA1734(Ubil-Bar) ). EA X 7 [F] 8§ ¥k (LBA4404,
AGLDMERFIAER, B RITFER LN EZER
BARATTRENR, LRI EENRHFERLR
8.
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F 25 mg/L G418 B E ST, 233 20 d ik,
80% ~90% M4 K B2, RAAFRE A Y
K.BEZAS  WEIMHIRRABMK FHEAE
KRLCENEEF S AXHEMANHGHRRERD,
Uk A B3 0.67% , i L A B Rt e k
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4T 50 mmol /L. #1 100 mmol/L EALBR %, & %
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BREFEN6.35%, MHPH 33 ALFHIRE DNA
4T PCR 4087, 4552 20 4 2 YR B, AR M S8
f160.61%, %% %A PCR HHERITHBAE
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CMO BREItL WA PR R RO RITE
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THRiEEAEK REELREE 150 mmol/L, 50
mmol/L Eh ¥ B T KB RE 22 M, 150 mmol/L #
WETHRBEE N I RBIRXHE 31 N, 8K
B8N 3.1%. XHPH 9 NLEEHRE DNA #
7

PCR 43 #7, 22 3 W2 BADH BB, HKRE 5
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