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SRAP Markers Linked to Recessive Genic Male Sterile Gene in
Sweet Pepper (Capsicum annuum L. )

YAN Huiding' FAN Yan-gin' YAN Li-bin' ZHAO Fu<iang' ZHOU Long-hai’
(1. Institute of Economic Crops Hebei Academy of Agriculture and Forestry Sciences Shijiazhuang 050051
China; 2. Handan Forestry Office Handan 056001 China)

Abstract: SRAP biotechnology combining with bulked segregation analysis (BSA) was used to identify the
molecular markers linked to recessive genic male sterile gene in a dual purpose line AB91 of Capsicum annuum L.
A total number of 256 SRAP primer combinations and 1 393 EcoR [ Mse | primer combinations were used and
two SRAP markers E37M39 and E44M93 were identified to be linked to the recessive genic male sterile gene. The
length was about 200 bp and 500 bp and the genic distance was 6 ¢cm and 12 c¢m respectively.
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Fig.1 Validation of E37M39 in some AB91 plants
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