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1.2.1 DNA CTAB CTAB : TrisHCI
100 mmol* L™ '(pH 8.0), NaCl 1.5 mol*L™ ', EDTA (pH 8.0)20 mmol* L™ ', CTAB 2%,
PVP 2%, 25 mmol* L.~
1.2.2 ACC DNA PCR
(s) @ WRNA ACC
5 AGA TGG AGA ACT TCC CAA TCA TCA ACT TGG 3
5 GCA AAC AAC CTT TCC AGC TTA GTA AAG C 3

20 H] DNA (200 ng) 4 HL, 10 X buffer 2 UL, (10 Bmol* L™ ")
24, (10 Bmol* L™ ') 2 UL, dNT P(20mmol* L™ ') 2 UL, Mg** (15 mmol* L™ ') 2. 7 UL,
Tag (5u/HL)0.3 UL PCR : 94 C2min 94 Clmin 53 C2min 72 C2
min, 40 , 72 C I0min 0 C 1% , glassmilk
1.23 ACC DNA ,
DHs X-gal/ IPT G , DNA
BamHI Xhol , BamHI Sacl ,

2 HERE4M

21 PCR
PCGENE ACC 1 300 bp PCR
. ACC 947~ 1375 bp
: 1375 bp (1 1300bp .
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ACC BamH1
Sacl : 340 Xhol promt
, Sacl R
BamHI Xhol BamH 1 ; BamHI  Sacl
2 700 bp 1300 bp
s Xhol
s 960 bp ; s 340
( 2),
ACC , 1 310 bp
ORF , 2 3 , 1 000 bp,
ACC DNA 97. 8%
DNA , ACC DNA
, ACC
DNA :
3 9 15 21 27 33 39 45

I I I I I I I I

1 AGA TGG AGA ACT TCC CAA TCA TCA ACT TGG AGA GCC TCA ATG GAG
46 AGG GAA GAA AAG CAA CAA TGG AAA AAA TCA AAG ATG CCT GTG AGA
91 ACT GGG GTT TCT TTG AGG TAA TTA TAT CCT AAG ATA TAT ATA TAT
136 ATA TAT GCT TAG CTT CTT CAT TCCTTT TCT CTGTTC ATCTTT TAT
181 GTT CAT CAA AAT TCA CCT TAT ATA TGA TGA GTT TGG GTT CAC AAA
226 TAT TGC AGCTTGTGA GTC ATG GGA TAC CAA CTG AGT TTT TGG ACA
271 CAG TGG AGA GGT TGA CCA AAG AAC ACT ACA GGC AGT GCT TGG AGC
316 AGA GGT TCA AGGAGCTGG TGG CCA GCA AGG GCCTTG AGG CTG TTA
361 AGA CAG AGGTCA ATG ATA TGG ACT GGG AAA GCA CCT TCT ACT TGC
406 GCCATC TTC CAA AAT CCA ACA TAT CTG AAGTTC CAGATCTTG AGG
451 ATC AGT ACA GGT AAA ACC AAT CAC ACA CTA CTT TTA AAT TTC TCT
496 GTA CGT AAT GCT AGC TAG CTA GCT GGT GCT TGT TCT TTA GAG AAA
541 TTA ATT TAC ATG AAA TAT GCA GGA ATG TGA TGA AGG AAT TTG CAT
586 TGA AGT TGG AGA AAT TAG CAGAGC AGC TCC TAG ACT TGC TCT GTG
631 AGA ATCTTG GACTTG AAC AAG GGT ACC TCA AGA AGG CCT TCT ATG
676 GCA CAA ATGGAC CAACTT TTG GCA CCA AGG TTA GCA ACT ACC CTC
721 CTT GTC CCAACCCTGAGCTGA TCA AGG GTC TCC GGG CTCACA CCG
766 ATG CCG GTG GCC TCA TCCTGC TCT TCC AGG ATG ACA AGG TCA GTG
811 GTC TGC AGC TCC TTA AAG ATG GCC AAT GGA TTG ACG TGC CCC CCA
856 TGC GCC ACT CCA TTG TTA TCA ACCTTG GTG ACC AAATTG AGGTAA
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901 CCC AAT ATT CCG AAT GAATGT TACTTC ATG CCC AAT TAA TAT TAA

946 ATT TAC TTA CAT ATA TAT ATAATA AACATA TAG GTG ATC ACT AAT

991 GGG AAG TAC AAG AGT GTG GAG CAC AGA GTG ATT GCC CAA ACT GAT
1036 GGCACC AGA ATG TCA ATA GCT TCCTTC TACAAC CCT GGC AGT GAT
1081 GCT GTC ATC TAC CCT GCA CCA ACA CTG GTG GAG AAG GAA GCA GAG
1126 GAG AAG AAT CAA GTG TAC CCA AAATTC GTG TTC GAA GACTAC ATG
1171 AAG CTC TAT GCT GGC GTC AAG TTC CAG CCC AAG GAG CCA AGATTT
1216 GAA GCC AT G AAA GCA GTG GAA ACC AAT ATC AGT TTG GGT CCA ATT

1261 GCA ACA GCT TAA GAG AAA CTA AGCTTT ACT AAG CTG GAA AGG TTG
1306 TTT GC
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Cloning and Sequencing of ACC Oxidase Genes in Cherry
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Abstract: The ACC oxidase gene was cloned from genomic DNA of prunus pseudocerasus L.
Destination segments amplified by PCR were reclaimed, connected and transformed after exami-
nation by 1% agarose gel electrophoresis. By blue-white screening, the plasmid DNA extracted
from white colony was identified using restriction enzyme analysis and the DN A sequence was de-
termined follow ing recon determination. The results of DNA sequencing revealed that the ACC
oxidase gene sequence of Prunus pseudocerasus 1. was 1 310 bp and consisted of 2 exons and 3 -
trons and the full length of the exons was 1 000 bp. Homogenous analysis indicated that home-
logue of DNA sequence of the ACC oxidase gene in Prunus pseudocerasus L and Prunus persica
Batsch reached 97.8%.
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