']
URAE <2011 26(4):2326

( 071001)
NBS(Nucleotide binding site) Pdoop  GLPL

Tcli24 DNA PCR o 13 ORF (Resistance

gene analogues RGAs) 36.9% ~98.3% o RGAs
4 NBS P-oop.Kinase2.Kinase-3a.GLPL
o RGAs RGAs  Xal .RPS2
nonTIR RGAs o NBS  RGAs
;NBS;
1Q78;5S512.01 TA 1000 —7091(2011)04 —0023 - 04

Diversity and Evolutionary Relationship of NBS-type Resistance
Gene Analogues in Wheat

ZHANG Liqong YANG Wen=xiang LIU Da-qun
(College of Plant Protection Biological Control Center of Plant Diseases and Pests of Hebei Province
Agricultural University of Hebei Baoding 071001 China)

Abstract: Degenerate primers based on conserved motif (P-doop and GLPL) of the nucleotide binding site
(NBS) region from the cloned plant disease resistance genes were used to isolate resistance gene analogues
(RGAs) from genomic DNA of wheat. 13 RGAs with uninterrupted open reading frames (ORFs) were obtained.
Sequence identity among the 13 RGAs deduced amino acid sequences showed identity ranged from 36.9 % to
98.3% . The analysis of RGAs amino acid sequence structures suggested that they contained the domains such as P—
loop Kinase2 Kinase3a and GLPL. The phylogenetic analyses for the deduced amino acids showed that RGAs
from wheat were nonTIR type. These results showed that NBS type RGAs isolated from wheat might have the same
origin and mechanism of evolution as that in other plants.
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