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Abstract The experment was conducted to detect the genetic variations of CAPN3 gene n Chnese Red
Steppes The polmorphisns n CAPN3 gene n Chnese R ed Steppe were detected by PCR-SSCP. The result of cbning
and sequencing ndicated that polymomphisn of exonl was dued to basemutation of A7 G n position 124 and there
were hree genotypes(AA, AB and BB). The analysis of variance was conducted and the results showed that Beef
dressing percentage neat percentage and maib Ing were sgnificantly related w ih the different genotypes of CAPN 3
gene The results of this research can pwovile the bundatons for CAPN3 as a beef tendemess cand date gene
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e PCR-SSCP 58
CAPN 3 12
, 1.2 1 DNA Axygen Anmal Blood
, Genan ic DNA M n+prep Kit
CAPN3 L 3%
DNA
0y SN 122 GenBank
! 71:j’7i:+ iﬁjﬁ% CAPN3 (GenBank : NM _174260 2),
11 Prmers 0 CAPN 3 4
58 , , ACD (1
, — 80C
1 CAPN3 PCR
Tah 1 The sequences of prin ers
Name Seq(ueS/I:c?’e) Product ler/llg)E Site Tim 7°C
CAPN3-1 F: CAGAAATCCTTTAGTG CTCCTT 331 Exonl 62
R: TGCCTCGGTGCCCTTGTCCT
CAPN3-=2 F: TGGTTCGTATGAAGCCCT 154 Exon5 56
R: GCAGCCCATGAGGGAACC
CAPN33 F: GGATGTCCTACGATGATT 160 Exonl0 52
R: GGGAAGTTGCGGCAGCCT
CAPN3+4 F: TCCAGGCACCTCATCAGT 204 Exon22 59
R: ATCAGACTCCAAGCAAAG
1L 23 PCR 25 UL PCR :
DNA Q 5 HIL, 10 xBuffer( 20 Umol/LMg" ) 2 BRERAT
2 5HL, ANTP( 10 mmol/L) Q 5 BL, TagDNA Poly 21 PCR
merase( 5 U /K1, 20 mmol/LM 1) 0. 5 BI, 10 PCR 1 %% s
Hmol/L Q 5 PL 20 ( 1 .
HL PCR : 95C 3min 94C 331 bp)( 1), , s
30 s ( 1)30s 72C 30 § 35 SSCp
; 72°C S5mmn, 4C 4 BL PCR M 1 2 3 4 5 6 7 8 9
1 % 2000 bp
1L 24 SSCP 2 HLL. PCR 8 UL
Buffer( 98% , 10% , 10 mmol/L o ol 1y
EDTA, Q 02%% , @ 02%% ) , 100 bz
98°C 10 m in 10 m in 1%
. ’ M. D200G; 1~ 9 Exonl PCR
( N, N - M. D2000; 1- 9 Exonl amplified fragn ent
=29.1) (4C, 160V) 16~ 18 h 1 CAPN3 1 PCR
> , 4C Fig 1 Exonl am plified fragn ent of CAPN3 gene
125 PCR 22 SSCP
. MD-18T DH 5a sscp : 1 PCR
, PCR SSCP , 3 AA
BB AB( 2)
13 23
SPSS 13 0 CAPN 3 3

BB GenBank (NM _
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174260 2) , AA 1 124 , H ardyW enberg
, A G( 3, AA  AA  AB  AB BB BB
Asp Asn , AB
A B
A
24
SSCP s
CAPN 3
2 BB , AA , 2 CAPN3 1
AB , B SSCP
N P>Q 05 Fig 2 Patterns of SSCP for CAPN3 exonl
CT GGACGACCTTCTG CT GGACAACCTTCTC
n
|
|
AA BB
3
Fig 3 Sequence camparison of different genotype in CAPN3 gene exonl
2 CAPN3 1
Tah 2 Allele and genotype frequencies of CAPN3 gene in Red Cattle
Allek Gene frequence Genotype M utation Ind viduals number Genotype frequence
A 0 29310 AA G 13 0 224 14
AB A G 8 0 137 93
B 0 706 90 BB A 37 0 637 93
25 s 3 CAPN3 1
SPSS 13 0 OneWay ANOVA
CAPN3 1 (P< Q 05)
3 CAPN3 1
Tah 3 Least squares means ofm eat shughter traits sob tained for the genotype at the exonl
G enotype
Characters AA AB BB
334 875060 61927 322 4000 =42 89872 304 6429122 53505
62 7638L5 34340a 59 1720 £1. 73821 58 6814 %3 303050b
51 1125%5 73214a 46 9780 X0 85640b 47 3171 12 39993h
87 5000E2 67261 89. 0000 £2 23607 87. 0000 3. 31662
140 972528 87088 132 9960 =12 83801 145 1576 =18 88911
H 53 70630 37500 5. 8575%0 34837 5. 7400 X0 45653
3 75000 88641 4. 2000£0 83666 4 1429 +0 91026
3 50000 53452a 4. 00000 70711 4 1905 0. 67964h
10 5200%3 66924 11. 4780 %3 69304 12 5205 %3 35926
2 1813X0 40734 2 134010 91808 2 4290 X1, 42433
26 4125£2 70905 25 634013 04393 26 4271 £4. 83149
3 5638%0 95397 3 3300 %0 61388 3 7886 £0. 93392

: (P <0 05)
Note Least squaresm eans w ith different small ktterw ihin the same colum n differ significantly( P< Q 05).
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