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SSR Marker o a Novd Wheat Powdery Mildew Resigance Gene

TANG Yuan ,FU Ti-hua JIA Ming-juan
(College of Agronomy ,Schuan Agricultural Universty ,Yd an 625014 ,China)

Abgtract :Wheat powdery mildew ,caused by Erysiphe graminis f. 9. tritici isimportant fungal diseases of wheat in
many regionsin the world. A novel domi nant powdery mildew res gance gene ,termporarily named PmX ,in whest line 101-
3 derived from the progeny of the cross between comnon wheat and Dsypyrum villosum Candery L . was located on chrono-
ome 6B by nomomic andyses In the present sudy ,SSR primers mgpped in the chronome 6B and 6A of comnon
wheat were used for PCR anplification us ng the genomic DNA of red gant and susceptible bulks conprisng of R individ-
uals and their parents,101-3 and Chinese Soring ,to tag the powdery mildew red gance gene in line 101-3. No polynorphic
products were observer in mog primers. However ,one primer Xgvm570 ,mgpped on 6BL anplified polyrmorphic anong re-
ddant and susceptible bulks and their parents. The primer Xgvm570 was then used to anplify the F, population from the
cross 101-3/ Chinese Soring. The result indicate that primer Xgavm 570 was linked to the red sance gene PmX with the
genetic digance (9.72 2. 40) cM and suggeding the PmX was located in the chronosome 6BL of common wheat. The
marker could be used in MASdf PmX in wheat breeding programs for powdery mildew red gance.
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1 101-3 % [
Tab.1 Segregation analysis o 101-3 x Chinese Spring K, for reaction to powdery mildew
Material No.d plants Res gant Susoeptible Bxpected ratio X 2
101-3 53 53 0
Chinese Sring(CS 62 0 62
101-3xCS R, 22 22 0
101-3xCS K 734 549 185 31 0.052
M CS03S, R, S S S S S S S S S S RRRRRURRUBRRRE

-
M. ;CS. 'S ‘Rs. 'S, ‘R,
M. Molecular merker ;CS. Chinese Soring; Ss. Qusceptibl bulk ; Rg. Redgant buk S. Qusceptible plants; R. Resdant plants.
1 Xgwm570-6B
Fig.1 Microsatelite DNA products amplified by the primer WM S570
2 101-3x [
Xgwm570 6B , Xgvms70 6B ,
Tab.2 Linkage analysis o the powdery mildew resigance 6BL
gene and the microsatdlite locus Xgwm570 in 5 6B
101-3 x Chinese )j;er;OF-z 6;I;Iants Pmil 71 pa
Resgance  No.df plants Miier XgMTTgGB geméépe vl
Pm12 , RAP 6BS,
Resgart 17 2 8l ! RALP Xpg551 1 pm2o
Suzeptibie 39 1 7 31 6RL 6BS , 6RL
A 'BB. AB. 20 pm27 6G 6B
: Xpgp3131 2 pm12
Note : AA. hormozygous red gant merkers gerotype ; BB. honmozygous suscep-
tible merkers gerotype ; AB. heterozygpus merkers gerotype. Pm20  Pm27 6BS ) 6B
2 , Kosambi Xgvmb70 , PmX
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