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Abstract :Severa factors that dfected the ISSR-PCR applification of O. racemosa Turcz. ,such as concentration of
tenplate DNA primer Mo " and dNTP were examined. The optimal ISSR- PCR reaction sysem in the experiment was es-
tablished asfollows:20 ng tenmplate DNA ,0. 244 nol/L primer ,2. 0 mol/L Mgd» and 0. 15 rmol/L dNTPs. The re-
search provided ome foundamenta data to the gudies and use of O. racemosa Turcz.
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Tab.1 The optimal experiment design o ISSR PCR in Oxytropis racemosa Turcz.
DNTP Mg Taq /'ng / @ ol/L) 10 x PCR ddH,O
/ (mmol/L) / (mmol/L) /U DNA tenplaes Primer ML ML
1.1 0.10 1.0 1 20 0.24 2 11.2
1.2 0.10 1.5 1 20 0.24 2 10.8
1.3 0.10 2.0 1 20 0.24 2 10.4
1.4 0.10 2.5 1 20 0.24 2 10.0
1.5 0.10 3.0 1 20 0.24 2 9.6
2.1 0.10 2.0 1 10 0.24 2 12.4
2.2 0.10 2.0 1 20 0.24 2 10.4
2.3 0.10 2.0 1 30 0.24 2 8.4
2.4 0.10 2.0 1 40 0.24 2 6.4
2.5 0.10 2.0 1 50 0.24 2 4.4
3.1 0.10 2.0 1 20 0.12 2 10.8
3.2 0.10 2.0 1 20 0.24 2 10.4
3.3 0.10 2.0 1 20 0.36 2 10.0
3.4 0.10 2.0 1 20 0.48 2 9.6
3.5 0.10 2.0 1 20 0.60 2 9.2
4.1 0.05 2.0 1 20 0.24 2 10.8
4.2 0.10 2.0 1 20 0.24 2 10.4
4.3 0.15 2.0 1 20 0.24 2 10
4.4 0.20 2.0 1 20 0.24 2 9.6
4.5 0.25 2.0 1 20 0.24 2 9.3
PCR A 3 mn; 2.2 DNA
94 30s,52 455,72 90 s,45 1 , DNA 10,20 ,30 ng
72 7mn,4 1.5% , , 20 ng ;
,1 kb Aus Marker , 40,50 ng ) 20 ng DNA
Taron GS$2010
2.3
2 2 y 5 1
0.12u mol/L , 0.36,0.48,0. 60
2.1 Mg* M mol/ L , 0.24
1 Mg 1.0,1.5 mol/L M mol/ L ,
2.5 3.0 mmol/L 1112131415 M 16 17 1819 20
,2.0 mnol/L , 2.0 mnol/L —— i
12345 M67 8910
11 15 0.12,0.24,0.36,0.48,0.60 mmol/L ;
16 20.dNTP.05,0.10,0.15,0.20,0. 25 mmol/L
11- 15. Pimers 0.12,0.24,0.36,0. 48 ,0. 60 nmol/L ;
16 - 20.dNTPs 0.05,0.10,0.15,0.20,0.25 nmol/ L.
1 5.Mg*1.0,1.5,2.0,2.5,3.0 mol/L ;6 10 2 dNTPs  PCR
10,2030 40 50 ng:M. 1 kb Flus Marker. Fig.2 Influences.to PCR gmpl ifications of different
1-5.Mg?*1.0,1.5,2.0,2.5,3.0 mol/L ;6- 10. concentration of primersand dNTPs
DNA tenplates 10,20 ,30,40 ,50 ng; M. 1 kb Aus Marker. 2.4 dNTPs
1 Mgt PCR
2 ,dNTPs 0.05,0.10,0.15,0.20

Fig.1 Influences to PCR amplification o different
concentration o Mcf *and DNA templates mnol/ L 0.05,0. 10 mmol/L
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