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Clong o Fant Fruit- Specific E8 Promoter
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Abstract : The DNA was extracted from cotyledons of tomato Maofen 802 by high sdt and low pH ,sep by gep acenr
tric ,S,CTAB and improved CTAB method. The inproved CTAB method was the bes method in the DNA extract. We
use this DNA as gencil and anplified by PCR ,the product of which was reclaimed and subcloned into pMD18-T Snple
Vector. After identification by PCR and redriction enzymes,the recombinant pMD18- B8 vectors were subjected to s
quence analyss. Asindicated by honology analys's ,the resultant tometo fruit- pecific B81. 1 pronoter was highly conser-
vation with GenBank submisgon ,proved to share 99. 1 % honology. Therdfore ,tomato fruit- ecific B8 pronoter has been
success ully cloned ,thus making possble the subsequent research in transgenic peach.
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AGGAATTTCACGAAATCGGCCCTTATTCGAAAATAACTTTTAAATAATGAATTTTAAATTTTAAGAAATAATATCCAATG

AATAAATGACATGTAGCATTTTACCTAAATATTTCAACTATTTTAATCCAATATTAATTTGTTTTATTCCCAACAATAGA

AAGTCTTGTGCAGACATTTAATCTGACTTTTCCAGTACTAAATATTAATTTTCTGAAGATTTTCGGGTTTAGTCCACAAG

TTTTAGTGAGAAGTTTTGCTCAAA. TTTTAGGTGAGAAGGTTTGATATTTATCTTTTGTTAAATTAATTTATCTAGGTGA

CTATTATTTATTTAAGTAGAAATTCATATCATTACTTTTGCCAACTTGTAGTCATAATAGGAGTAGGTGTATATGATGAA

GGAATAAACAAGTTCAGTGAAGTGATTAAAATAAAATATAATTTAGGTGTACATCAAATAAAAACCTTAAAGTTTAGAAA

GGCACCGAATAATTTTGCATAGAAGATATTAGTAAATTTATAAAAATAAAAGAAATGTAGTTGTCAAGTTGTCTTCTTTT

TTTTGGATAAAAATAGCAGTTGGCTTATGTCATTCTTTTACAACCTCCATGCCACTTGTCCAATTATTGACACTTAACTA
———g g
ATTAGTTTGATTCATGTATGAATACTAAATAATTTTTTAGGACTGACTCAAATATTTTTATATTATCATAGTAATATTTA

TCTAATTTTTAGGACCACTTATTACTTAATAATAAATTAACTACAACTATATTATTGTTGTGAAACAACAACGTTTTGGT

a t c
TGTTATGATGAAACGTACACTATATCAGTATGAAAAATTCAAAACGATTAGTATAAATTATATTGAAAATTTGATATTTT

—a ¢ C
TCTATTCTTAATCAGACGTATTGGGTTTCATATTTTAAAAAGGGACTAAACTTAGAAGAGAAGTTTGTTTGAAACTACTT

TTGTCTCTTTCTTGTTCCCATTTCTCTCTTAGATTTCAAAAAGTGAACTACTTTATCTCTTTCTTTGTTCACATTTTATT

TTATTCTATTATAAATATGGCATCCTCATATTGAGATTTTTAGAAATTATTCTAATCATTCACAGTGCAAAAGA
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Lare 1,2,3. PCR product of EB1.1 pronoter fragment ;Lane 4,5 ,6. pMD18-

Fig.5 Identification with PCR and redriction enzymes
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