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RNA Interference Analysis of Receptordike Kinase Gene ( SfRLK) in Potato

ZHU Yun' FAN Na-na® YU Yao-hua' ZHANG Baishun® YANG Yu’ CHAO Xiang—ian®
GUO Bao—ai' JIN Liping’ GUO Xiao® LI Guang-eun'’

(1. Life Science College of Qingdao Agricultural University Qingdao 266109 China; 2. Vegetable Research Institute
Shandong Academy of Agricultural Sciences National Improvement Center for Vegetable Shandong Branch
Molecular Biology Key Laboratory of Shandong Facility Vegetable Jinan 250100 China; 3. Institute of Vegetables
and Flowers Chinese Academy of Agricultural Sciences Beijing 100081 China)

Abstract: Plant receptordike protein kinases ( RLKs) are the subfamily of protein kinases and participate plant
signal transduction. RLKs play an important role in growth development and disease resistance in plants. In the pre—
vious study we have obtained the potato receptordike protein kinase gene ( StRLK) from diploid potato genotype
ED13 with high resistance to Ralstonia solanacearum. The specific fragment of SiRLK was used to construct RNAi
vector pCHF I -StRLK through the intermediate cloning vector pUCCRNAI and plants expression vector pCHF1. Then
the pCHF1-StRLK was transfered into ED13 via agrobacterium-mediated transformation using the stems of ED13 as
explants and finally five transgenic regeneration lines were obtained. The five lines were tested with polymers
Chains Reaction ( PCR) wusing the specific primers of CaMV35S promoter and the results showed that about 500bp
PCR products were got in all of them indicats that all of the five lines are transgenic lines. RT-PCR analysis of StR—
LK gene expression in the five transgenic lines were also performed using the StRLK specific primers with ED13 as
control. The results showed that the StiRLK gene expression were inhibited in different level in the five different
lines demonstrated that pCHFI1-StRLK had played interference activity and the interference effection was related to

gene insertion site in the potato genome which would provide some references in the function study of StRLK gene.
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