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Abstract :One o the sequenced 260 bp cDNA fragmentswas highly identified with auxin. The EST was extended us-
ing CAP3 oftware in the lab local net. Based on the extended sequence ,a pair of primerswas desgned in the two Sde re-
gons o its predicted sequence and a cDNA fragment of 608 bp was ilated from Mardler/ 7 *Bainong 3217 usng RT-
PCR method. The sequence encoded a peptide of 202 deduced amimo acid reddues. The accesson numbers were
AY902381(gene) and (protein) . The deduced nolecular weight of protein was 23. 0 kDa and the theoreticd pl was 9.
93. We usd the Auxin reponse domai n sequences i dentified from the auxin genesin plants as queriesto search for auxin
genes in both wheat and rice ,and a polygenetic tree was condructed based on the corregponding auxin protel ns from wheet
and rice. The cdll location and protein gructure milarity of these geneswere analyzed by searching the EST sequences of
these genes ,and it is essential to gudy this gene further based on the function of known Smilar genes.
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Tab.1 The basic information of auxin genesfrom Oryza sativa
Bs DNA Auxin
Gene name Locus L(;ngpnd Chromosome binding domain regponse factor AUXT IAA
RIC1 LOC. O01g70270 809 1 + + +
RIC2 LOC. Osl11g32110 854 11 + + +
RIC3 LOC . 0s12¢g29520 842 12 + + +
RICA LOC . 0902¢35140 679 2 + + +
RICS LOC .- 0s10g33940 699 10 + +
RIC6 LOC . O904g36054 674 4 + + +
RIC7 LOC . O06¢g47150 701 6 + +
RIC8 LOC. 090241800 682 2 + +
2.3 AUXIN AY902381 3 AUXIN A2
DNA Sar Megdin AY902381 A3 2 AUXIN A4
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Fig.1 The phylogenetic tree of AUXIN proteinsfrom wheat and O. sativa
2 auxin EST
Tab.2 EST-based expression prdfiles o auxin genesfrom wheat and O. sativa
Organ
Gene
Seed Rood Led Hower Mature embryo Remark
RIC1 + + + + Whole plant
RIC2 + +
RIC3 + + +
RIC4 + + +
RIC5 + + +
RIC6 + +
RIC7 + +
RIC8 + + +
WHEATL + + + + Seeding
WHEAT2 + + + Sike kernd
WHEAT3 + + + + Sike
WHEAT4 + + + shoot
2.4 auxin EST EST ESTs (1D
auxin RIC6 RIC7 2 EST ,
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Tab.3 Rice and wheat auxin protein subcdlular localization prediction
: i ) Vedde . Endoplagmic
Nudear  Cytoplagric Cytoskeleton Mitochondrid Vecwole eoretion s/dem Qlg Cdl wal reticulum Aasrdemma
Ricl 69.6 17.4 4.3 8.7
Ric2 52.2 21.7 8.7 4.3 8.7 4.3
Ric3 65.2 13.0 8.7 4.3 4.3 4.3
Ricd 60.9 17.4 8.7 8.7 4.3
Rich 17.4 73.9 4.3 4.3
Ric6 56.5 21.7 8.7 4.3 8.7
Ric7 21.7 73.9 4.3
Ric8 26.1 52.2 4.3 4.3
Wheat1 26.1 52.2 4.3 4.3 4.3 4.3
Wheat2 11.1 11.1 33.3 44.4
Whest3 69.6 4.3 4.3 21.7
Whest4 69.6 4.3 2.1
AY902381 2.1 52.2 17.4 4.3
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