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Identification of S-gene in Self- compatible Apple Cultivar
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(1. College of Forestry, Agricultural University of Hebei, Baoding 071000, China; 2. Shijiazhuang
Pomology Institute, Hebei A cademy of Agriculture and Forestry Science, Shijiazhuang 050061, China)

Abstract In order to discuss the mechanism of apple self compatibility, the primer P1: 5*TTTACGCAGC

AATATCAG-3"and P2: 5*ACGITCGGCCAAATA/ CATFE-3"of apple style S gene were designed according to the wnser
vative amino acid sequence, the primer P SLF1( upriver 52 3% CTGGTGGTGTTCTTITCCI'GTGTAT; backward position 5<3*
ACITAACTCTTCCCTCAACTCA) and P SLF9 (upriver 543 ‘CAGGTGCUGTGAAAGIGAAA; backward position 5<3 *
TGAGCCAAGCATAAGAACCT) of apple pollen S gene were designed according to the SLF1(DQ422810) and SLF9
(AB270792) in GeneBank, the molecular character of self-compatible apple Zaohongxiang was studied in the method of
PCR-RFLP, clone and sequence. The result showed that: tow style S gene of self— compatible apple Zaohongxiang did not
variation. DNA sequence of pollen S gene which was amplified through pollen S gene primer P SLF1 and P SLF9 com
pared with the sequence of MdSLF2 and MdSLF9 had a high similarity, which arrived at 94% and %% , amino acid sim
ilarity was 94% and 97% . The similarity of Pollen S gene SIF1? which was amplified through P SLF1 and DNA se
quence of MASLF'1 was 83% , and the differ bases were distributed in the whole DNA sequence, so that pollen S gene
SLF? could changed into MdSLF2 .
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Fig.4 Amino acid compare in S gene of apple pollen
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Query 22, AACTCCTGTAGACAGGACGGTCGAGAATCTTGTCC—-GGTTGTCGCCCAAGTCTCT—-ATTG 79
Shict 104 AACTCETEAAGATAGSGTEETES-cCATEATETEEAAGTTECESELLAAETETETch-T6 161
Query 80 CGATTCAAATGCATACGCAAGTCTTGGTGCACTCTCATCAATAGTCCAAGTTTTGTGGCC 139
Shiet 162  CGATTCAAATGCATACSEAASTETTESTEEACTETE ATEAATAATEE AASTITTETEEEE 221
Query 140 AAACACCTCAGCAATTCCT-TGGACAACAAACTCTCATCCTCCACTTGTATCCTTCTCAA 198
Shict 222 ARACACCTEAGEAATT-CTGTEEACAACAATTICTEATEETATACTTETATEETcETERR 280
Query 199 CCGTTCTCAGTTTCACATTTTCCCGGATC—AGAGTTGGAAACGTGAAGTTTTATGGTCCA 257
Shjct 281  CCSTTETEAGGTTEALGTTITECEEEA-EahEASTTEEARACATEARGTTTTATEETEER 330
Query 258 TGATTAATCTTTCCAGTGATAGTGATGTGCA——CAACCTTCATTATGATGTT—AAGCCCT 314
Shict 340  TGATTAATTITITTAATGATAGAG-T-TTEhcGlAcErTTATTATAATETTchEAEE- 306
Query 315 TAAATATACCGTTTTCTAGGGATGACCAT-AATCCTGTACAGATTCACGGGTATTGCAAT 373
Shit 397  TAAATATACLCETTTCEAAGEEATEACEATCAA-CATATACTEATTEATESTTATTEEAAT 455
Query 374 GGGATTGTATGTCTAATAAAAGGGGATAATGTTCTTCTATGCAATCCTTCAACGAGGGAA 433
Shiet 456  GGAATTGTTTGTGTAATATCAGGSAAAAATATTETTTTATEEAATELTGEAAEEAGSERR 515
Query 434 TTCAGGCTACTTCCCAATTCATGCCTTCTTGTA-C——CCCATCCCGAG—GGAAAATTCGA 489
Shiet 516 TTCAGGEARCTTEETGATTEATTEETTETecThcbTTebbcTéTlb-bcbbhhhaTTE L 574
Query 490 ATTGGA-AACAACCTTT-CACGGAATGGGTTTTGGCTACGATTGCAAAGCTAATGAATAC 547
Shiet 575  ATTGGAGACCGA-ETTTGGA-GGATTEGGATTTCECTATEATTOCAGAGETARAGATTAC 632
Query 548 AAGGTTGTGCAAATTGTAGAAAATTGTGAGTATTCGGATGATGAGCAAACATATCAACAT 607
PELLELEL D Ve L e e bbb bt 1 il
Sbjct 633 AAGGTTGTGCGAATTATAGAAAATTGTGAGTATTCAGATGATGAGCGAACATATTATCAT 692
Query 548 AAGGTTGTGCAAATTGTAGAAAATTGTGAGTATTCGGATGATGAGCAAACATATCAACAT 607
Shict 633 AAGGTTGTGEGAATTATAGAAAATTETEAGTATTEAGATEATEAGEGAACATATTATEAT 692
Query 608 TGTATTGCTTAT-CCTTACACGGCTGAGGTATACACCACGGCTGCTAACTTTTGGAAAGA 666
Shict 693  COTATT-CCTCTGETCALACSEETEAGSTATACAEEATEECTACTAAETCTTEEAMAGA 751
Query 667 GATCAAGATTGATATATCAAGTTCAACCCATCCCTATCCCTT-TTCTGTGTACTTGAAGG 725
Shict 752 GATCAAGATTGATATATEAAGTARAAETTATELETGTTE TTOTTEAGTETALTTEAMSS 510
Query 726 GATTTTGTTATTGGTTTGCAACGGATGGCGAAGAATGCATACTTTCATTTGATTTAGGTG 7185
Shiet 811  GATTTTGTTATTGGTTTACAAGEGATGETEAGEAATTEATACTITEATTTAATTTAGSCE 870
Query 786 ATGAGATATTTCATAGAATACAATTGCCTTCTAAGATAGAATCCGGTTTTAACTTTTGTG 845
Sbjct 871  ATGAGAGATTTCATAGAATAEAATTEEETTETAGEAGAEAATEEESTITTGAGTTITATT 030
Query 846 GTCTTTTTCTTTATAATGAATCTATCACTTCTTATTGTTGTCGTTATGATCCAAGTGAGG 905
Shict 931  ATATTTTTGTGTGTAATEAATCCATTGETTETTTITECTCTETTITAT AT GAASTCAAE 900
Query 906 ATTCTAAAT TATTTGAAATATGGGTAATGGATGGGTATGGCGGAGTTAAGAATTCATGGA 965
Shiet 991  ATTCTARATCATGTEAAATATESETAATEEAch-—— ATEATEEAGTChAGAGTTEAT SR 104
Query 966 CAAAACTCCTAACCGTTGGTCCCTTTAAAGGCATTGAGTATCCATTGACATTTTGGAAAT 102
Shiet 1048  CARAACTECTAGTESCTEGACLETTTAAAGEEATTEAGAAGEEATTEALACTITEEAMAT 110
QUGI'Y 1026 GTAACGAGCTTCTTATGGTTG—CTTCC—AGTAGAAGAGTCACCTCTTCTAATTCTAGTAC 108
Shiet 1108  GTGATGAGCTTCTTATEATTEAE A-EEGA-TCEARGAGTEATETETTATAATTETGETAT 116
Query 1084 CGGAAATCTCA 1094
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