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Abstract : The polymorphisms on intron2 of MSTN gene of 401 individules in five yak breed were sudied by PCR
SCP assay. The results indicated that the anplified products have polyrmorphism. Sequencing revedled a A —G mutation
at 192 bp on intron2 of MSTN gene in yak. Three gerotypes containing AA ,AB and BB were al detected in these yak
breeds except that o AA gerotype was presented in individuas of Bazhou yak. BB gerotype was dominance ones in
groups of Datong , Gannan and Qinghai highland yak while AB gerotype was dominance in those of Tianzhu White yak and
Bazhou yak. Alleles A and B were present in every observed yak breed and the dlele B was in mgjority. For Gannan,
Tianzhu White yak and Qingha highland yaks ,they were in Hardy-Wei nberg equilibrium gate while obvioudy they were
not in Hardy-Wei nberg equilibrium gtate in Datong and Bazhou yak groups in the locus regjion byx ? test andlyss. The re-
aultsof heredity gudy on five yak breeds showed that the gene heterozygos s ,alelonorphic gene and polynorphiamin Dar
tong new breedswas 0. 171 ,1. 207 and 0. 157 ,regectively. And those in Tianzhu White yak was 0. 490 ,1. 961 and 0.
370 ,repectively. And those in Bazhou yak was lower than Tianzhu White yak.
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Tab.1l Gene and genotype frequenciesat 2nd intron o MSTN gene in five populations

Nurrber of each Gerotypic Alldic Locus
frequencies freguencies L
Breed Number cerofype equilibrium
AA  AB BB AA AB BB A B X % ted
Datong yak 74 3 8 63 0.041 0.108 0.81 0.095 0.905 10.069
Gannan yak 104 5 24 75 0.048 0.231 0.721 0.164 0.837 2.537
Tianzhu white yak 9 15 55 29 0.152 0.556 0.293 0.430 0.570 1.772
Qingha highland yak 74 4 20 50 0.04 0.270 0.656 0.189 0.811 1.049
Xinjiang Bazhou yak 50 0 kY 18 0 0.640 0.360 0.320 0.680 11.073
2 , 5 , , :0.490,1. 961 ,0. 370;
, :0. 171 ,1. 207 ,0. 157,
2 5 MSTN 2
Tab.2 Genetic diversty indicesat 2nd intron o MSTN gene in five populations
Popuiation He Ho Ne PIC
Datong yak 0.171 0.829 1.207 0.157
Gannan yak 0.273 0.727 1.376 0.237
Tianzhu white yak 0.490 0.510 1.961 0.370
Qingha highland yak 0. 307 0.693 1.443 0.260
Xinjiang Bazhou yak 0.435 0.565 1.771 0.340
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