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Cloning and Sequence Analysis of the Plasma Membrane Na* /H " Antiporter
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Abstract: Reaumuria trigyna Maxim. is an endangered small shrub with the features of a recretohalophyte. This
species is endemic to the Eastern Alxa Western Ordos area and developed distinctive strategies to adapt to the semi—
desert and salty soil environment. A fulldength cDNA of the plasma Na* /H " antiporter ( RtSOSI) was isolated from
this species by using RT-PCR and RACE technologies. The 3 829 bp sequence comprised a 3 438 bp open reading

frame encoding an 1 145 amino acids protein with the molecular weight of 126.76 kDa. Bioinformatics analyze re—

veals that RtSOS1 composed of 11 transmembrane domains within its N terminal portion and a hydrophilic cytoplas—

mic tail with the length approximately 700 amino acids in its C~erminal portion. In the C~erminal region the phos-

phorylation domain and the auto-inhibited domain are found. The Homology comparison and phylogenetic analysis

showed that RtSOS1 is related to plasma membrane Na* /H " antiporter in other plant species.
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